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161 TTGTCAAAAA ATTTTCTTAC GGCATCCCCA TTCCTAAAAT CCCATGGATT GAGCTTCCTG TTATGCCTGA TTTTAAAAAT 
TVK KFSY GIP I P K IPWI ELP VHP DFKM 

241 AACGGGCATT T6ATAGAGGG GGATCGCCCT AAACGCGGCG AAGTGGTGGT GTTTATCCCT CCCCATGAAA AAAAATCTTA 
NGH LIE GDRP KRG EVV VFIP PHE K K S 

321 CTATGTCAAA AGGAATTTTG CTATTGGGGG CGATGAGGTG TTATTCACTA" GTGAGGGGTT TTATTTGCAC CCTTTTGAGA 
Y Y V K RNF AIG GDEV LFT SEG F Y L H PFE 

401 CCGGCACGGA CAAAACTTAC ATCGCTAAAC ATTACCCAGA TGCTATGACT AAAGAATTTA TGGGTAAAAT TTTTGTTTTA 
SGT D K T Y I A K HYP D A M T KEF MGK IFVL 

481 AACCCTTATA AAAGTAAGCA.TCCQGGTATC CATTACCAAA AAGACAATGA AACCTTCCAT TTAATGGAG£ ACTTAGCCAC 
HP Y K S K HPGI KYQ KOH ETFH L M E QLA 

561 TCAAGGCGCG GAAGCTAATA TCAGCATGCA ACTCATTCAA ATGGAGGGCG AAAAGGTGTT TTATAAAAAA ATCAATGACG 
T Q G A E A N ISM QLIQ MEG EKV FYKK IKD 

641 ATGAATTTTT CATGATCGGC GATAACAGGG ATAATTCTAG CGACTCGCGC TTTTGGGGGA GTGTGGCTTA TAAAAATATC 
D E F F M X G DKR DNS SDSR FWG S V A Y K N I 

721 GTGGGTTCGC CATGGTTTGT TTATTTCAGT TTGAGTTTAA AAAATAGCCT GGAAATGGAT GCAGAAAATA ACCCCAAAAA 
VGS PWF VYFS LSL KKS 1» E M D AEN NPK 

801 ACGCTATTTG GTGCGTTGGG AGCGCATGTT TAAAAGCGTT GAAGGCTTAG AAAAAATCAT TAAAAAAGAA AAAGCAACGC 
KRYL VRW ERM FKSV EGL EKI IKKE KAT 
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LOCUS pSRM4 

FEATURES Location/Qualifiers 

CDS complement (631. .1821) 

/gene-"tef 
CDS complement (1964.. 2319) 

/gene-"lacZ"" 
CDS complement (2653.. 3351) 

/gene-"repAts" 
CDS complement (3417.. 3578) 

/gene-"ORF C" 
CDS complement (3619.. 3828) 

/gene-"ORF B" 
BASE COUNT 993 a 978 c 899 g 1010 t 

ORIGIN CAAAATTGCA AGCAATTTTT AAAATCAAAC CCATGAGGGA ATTTCATTCC CTCATACTCC 
61 CTTGAGCCTC CTCCAACCGA AATAGAAGGG CGCTGCGCTT ATTATTTCAT. TCAGTCATCG 
121 GCTTTCATAA TCTAACAGAC AACATCTTCG CTGCAAAGCC ACGCTACGCC AAGGGCTTTT 
181 ACGCTACGAT AACGCCTGTT TTAACGATTA TGCCGATAAC TAAACGAAAT AAACGCTAAA 
241 ACGTCTCAGA AACGATTTTG AGACGTTTTA ATAAAAAATC GCTAGTCCGA GGCCTCGACC 
301 CGATTCACAA AAAATAGGCA CACGAAAAAC AAGTTAAGGG ATGCAGTTTA TGCATCCTCG 
361 AGCCGCGGCT CGAGGGTGAT TCATTCTGCT AACCAGTAAG GCAACCCCGC CAGCCTAGCC 
421 GGGTCCTCAA CGACAGGAGC ACGATCATGC GCACCCGTGG CCAGGACCCA ACGCTGCCCG 
4 81 AGATGCGCCG CGTGCGGCTG CTGGAGATGG CGGACGCGAT GGATATGTTC TGCCAAGGGT 
541 TGGTTTGCGC ATTCACAGTT CTCCGCAAGA ATTGATTGGC TCCAATTCTT GGAGTGGTGA 
601 ATCCGTTAGC GAGGTGCCGC CGGCTTCCAT TCAGGTCGAG GTGGCCCGGC TCCATGCACC 
661 GCGACGCAAC GCGGGGAGGC AGACAAGGTA TAGGGCGGCG CCTACAATCC ATGCCAACCC 
721 GTTCCATGTG CTCGCCGAGG CGGCATAAAT CGCCGTGACG ATCAGCGGTC CAGTGATCGA 
781 AGTTAGGCTG GTAAGAGCCG CGAGCGATCC TTGAAGCTGT CCCTGATGGT CGTCATCTAC 
841 CTGCCTGGAC AGCATGGCCT GCAACGCGGG CATCCCGATG CCGCCGGAAG CGAGAAGAAT 
901 CATAATGGGG AAGGCCATCC AGCCTCGCGT CGCGAACGCC AGCAAGACGT AGCCCAGCGC 
961 GTCGGCCGCC ATGCCGGCGA TAATGGCCTG CTTCTCGCCG AAACGTTTGG TGGCGGGACC 
1021 AGTGACGAAG GCTTGAGCGA GGGCGTGCAA GATTCCGAAT ACCGCAAGCG ACAGGCCGAT 
1081 CATCGTCGCG CTCCAGCGAA AGCGGTCCTC GCCGAAAATG ACCCAGAGCG CTGCCGGCAC 
1141 CTGTCCTACG AGTTGCATGA TAAAGAAGAC AGTCATAAGT GCGGCGACGA TAGTCATGCC 
1201 CCGCGCCCAC CGGAAGGAGC TGACTGGGTT GAAGGCTCTC AAGGGCATCG GTCGACGCTC 
1261 TCCCTTATGC GACTCCTGCA TTAGGAAGCA GCCCAGTAGT AGGTTGAGGC CGTTGAGCAC 
1321 CGCCGCCGCA AGGAATGGTG CATGCAAGGA GATGGCGCCC AACAGTCCCC CGGCCACGGG 
1381 GCCTGCCACC ATACCCACGC CGAAACAAGC GCTCATGAGC CCGAAGTGGC GAGCCCGATC 
14 41 TTCCCCATCG GTGATGTCGG CGATATAGGC GCCAGCAACC GCACCTGTGG CGCCGGTGAT 
1501 GCCGGCCACG ATGCGTCCGG CGTAGAGGAT CCACAGGACG GGTGTGGTCG CCATGATCGC 
1561 GTAGTCGATA GTGGCTCCAA GTAGCGAAGC GAGCAGGACT GGGCGGCGGC CAAAGCGGTC 
1621 GGACAGTGCT CCGAGAACGG GTGCGCATAG AAATTGCATC AACGGATATA GCGCTAGCAG 
1681 CACGCCATAG TGACTGGCGA TGCTGTCGGA ATGGACGATA TCCCGCAAGA GGCCCGGCAG 
1741 TACCGGCATA ACCAAGCCTA TGCCTACAGC ATCCAGGGTG ACGGTGCCGA GGATGACGAT 
1801 GAGCGCATTG TTAGATTTCA TACACGGTGC CTGACTGCGT TAGCAATTTA ACTGTGATAA 
1861 ACTACCGCAT TAAAGCTTAT CGATGATAAG CTGTCAAACA TGAGCCATGG CTGCGCGTAA 
1921 CCACCACACC CGCCGCGCTT AATGCGCCGC TACAGGGCGC GTCCCATTCG CCATTCAGGC 
1981 TGCGCAACTG TTGGGAAGGG CGATCGGTGC GGGCCTCTTC GCTATTACGC CAGCTGGCGA 
2041 AAGGGGGATG TGCTGCAAGG CGATTAAGTT GGGTAACGCC AGGGTTTTCC CAGTCACGAC 
2101 GTTGTAAAAC GACGGCCAGT GAGCGCGCGT AATACGACTC ACTATAGGGC GAATTGGAGC 
2161 TCCACCGCGG TGGCGGCCGC TCTAGAACTA GTGGATCCCC CGGGCTGCAG GAATTCGATA 
2221 TCAAGCTTAT CGATACCGTC GACCTCGAGG GGGGCCCGGT ACCCAGCTTT TGTTCCCTTT 
228^ ag^agggS SSgcgogc TTGGCGTAAT CATGGTCATA gctgtttcct gtgtgaaatt 
2341 gttatccgct cacaattcca cacaacatac gagccgggag cataaagtgt aaagcctggg 
24 01 gtgcctaatg agtgagctaa ctcacattaa ttgcgttgcg ctcactgccc gctttccagt 
24 61 cgggaaacct gtcgtgccag ctgcattaat gaatcggcca acgcgcgggg agaggcggtt 
2521 tgcgtattgg gcgctcttcc atggtactta attcaacttc catttctctg tatctttcaa 

2581 TACGCTCTTT TAAGTCCTTA ATTTCTTTTT TTAATTCCTC ATTTTCAGCA AATAACTCTT 
2641 TTTCTTTGTT TGTCATTTTA TTTCCCCCGT TTCAGCATCA AGAACCTTTG CATAACTTGC 
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2761 AACAATATCT TTTACATCAT 
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2941 ATTAATGTTC AAAATATCTT 
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TGCCCTCAAA CCATAATCTA AAGGCGCTAG AGTTTGTTGA 
TCGTATTTAA AATTCCAAAC TCCGCTCCCC TAAGGCGAAT 
TATTTACCAA ATTATAGTCA TCCACTATAT CTAAAAGTAA 
GGCTTTCATC AAGTGTTATA TAGCGGTCAA TATCAAAATC 
TTTTGTCGTA TATATGTTTA TTCTTAGCAA TAGCGTCCTT 
CATATGAACC TTTGATATAA TCAAGTATCT CAACATGAGC 
TTCGCTTAAT CTTGTTCCTA ACGCTTTCTA TTGTTACAGG 
CGTGATAGTG TGGTTTTTTA TAGTGCTTTC CATTTTGTAT 
TATCTTTATC TTTTTTTTCG TCCATATCGT GTAAAGGACT 
AACTCTCTAA TTTTTCTTTC CAATCATTAG GAATTGAGTC 
AATT-TCTAGC TTTAGTATTT TTAATAGCCA TGATATAATT 
CGAAAACTCG TATCCTTCTA AAAACGCGAC GTTCGCTTAT 
TCTTGCATAT TCTTCTATAG CTAACGCCGC AACCGCAGAT 
CGCCATATCT GTTAATTTTT TATCTGGCTC TTTTGTCAGA 
CGATTCTGAA ATCACCATTT AAAAAACTCC AATCAAATAA 
ACTTTGTAAT CATAAAAACA ACAATAAAGC TACTTAAATA 
GCGAAAACGT TGGCGATTCG TTGGCGATTG* AAAAACCCCT 
GATAGAGCGT TTTTGGCACA AAAATTGGCA CTCGGCACTT 
AAGCAAAATT CGCTTCCTTT CCCCCCATTT TTTTCCAAAT 
TTTCCAGCGC TACCGCTCGG 
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ATGAAACAATTTAAAAAGAAACCAAAAAAGATAAAAO^T 
TTATGCCTTTACTGATTGGCGGGTTTGCTAGTGGGGTGTA 
AAGCCAAAAGGTATGCffIt»CATCGTCCATGGTATGCTATATGGAGTTGC^ 
GGAAACCAACTCATCACAAAAACTTGGGCAGGGGGTAATGCGGCTAACTACT 
CCAATTTAAAAAATGATAACGGCACTTATTTTTTAACCGGTCTGTATAACT 
AGACATTGAACTAGGCACTAAeGCTACTTTTAATCT 
CATACrGATCTTACTTCTAGCCCTGG^ 

GCACGCACACCGGCACAGCCACTTTAAACTTGAACGCTAATAAGGTTACTATC^ 

GCAAGTGAATGTAGGCAATGCTAACAGCGTTATTACCATTAATTCGUrrit.1'1 lAAATGGGGAXACTTGCAUrrCTri'AGCT 
AGGGTGGGCGTAGGGGCTAAl"lX^CrCCACrrCTGGGCCTAGCTAri LI 1 X IA ARGGGACGACTAACGCTACTAACACGACTT 
TTAGCAATTCAACOCGCRgTTTCACTTTTGAAGAGAAOGCC^ 
CAATAAAAAGTTTAACGCTACCAATAATACCGCTTTTAATAGCGGTAGTTT^ 
GCGAATTTTAGTAACGCTTCCTATACTTTTAATAATCAAGCC^ 
TTAATGACCAGACCAATCAAAGCACCCAGCACCCCCAAATT^ 
TTTTGOGACTTTTGAGCAACCCTTTAACAATTCAAACCACCAACTA 
AACAATACCGGTAAAATCACTATAGAAAAAGATGCGAGCTTTAATAACACTTCGTTCA 
TCACTATTAGTGGTGGOGTTACTTTAAGCGGTAAAAATGACTTGAAAAAT^ 
CACTCTCACTCAAGGGACGACTTTCAACCTCACAAGTTTAGGCAGTGAGAAGM 
ATCACTTACAATCATCTTTTAAACCATGOGATCAATAGCTTGACAAACGC 
AAAGTTTCCCTCAAGGrnCTCGGATATGATCACT^ 
TAAACCCACTGACTCTTCGCCCTCTAAATCCTCTACAAACTCT 
ATCTACAAACTGCAAGAAACTTTCAGCCACAATTCCATTATTATTCA^ 
i0 TCATTAACGGCTCCAAATTTGACTTATCCGCTTCAAATT 

TCCTAAATCCCAAAATTTT ACAGAGAGCGGGACTTATTACT^ 
AAACAAACCTTTAGCGCAAGTAATAGCAATCTGGTGATTGGGTA 
ACACGGTGGCTTTTGGGGACACTTCAGGGAGCGCTCTT 
Ut GACTAACGGCACTTATAGCGCTTATCATGTCTATATCACAGCGAATClt^tJ, C rGGCAATCGTATAGGCACCGGTGGGGCA 

GCCAATCTAATCTTTAATGGGCnAGATACTATCAATATCGCTAACGCT 
GCTCTATGACTIVri^CACGCAAAACATGGACAATTCGCAGA^ 
y] TGGCACAACTTTCACTAACCAAGCCAAAGAOGGGAAATTCATT^ 
~ AATGGAGGGAGTTACCAATTCAGOGGOG^TAGCTTGAATTTTTCAAATAACAACC^ 
* . GCGCAAAAAATACT ATrrrrA ATAACGCTAATTTTAACAACAGCACrrC"r^ 
f 5 * tflUU X S T O GGGGATTTCACTAAOGCTAATTCAAATTTGCAAATOGCT^ 
Ufc CAAAATACOGCTAATTTTAATAATACCGGCl^"!^ 

I | CTACGAACAOGAGQgTGAAAGGGAAAGTTACTCTCAATAACATCACTTTAAAAAACr^ 

TGGGACG A TT G TT inU 'AGOGCTCATTCGGTGATTAATA VlX^l 
p TCTTCTAAAGCAATTGAATAC^ACGACGCTTTCAC 

GTGAAAAGCTCGTTTCTAGTGCGGGTAATGGCGTCTATGATC 
G <n " lUVlTC ACCCAACAGCATTrCTATCO^ 
CXj1*1 w IX » TATTATCAAAAOSCTCTCGGTTTTATGACCTACATGCCT 
CCATTTACTATTACGACAACAGCATTGACTTTTATGCGAGCGGGAAAACTCT 
CACTGGGCAAAACAGCGCGJtfrcGTTTTTGGGGCTAAAAATATATGGAC^ 
ATTOGCTTIGGGGACAATAAGGGAGCAGGGAGTAATGATGCGAGTGGGCA 
CAGGGCATTATGAAGCGCAAAAGATTTACATCACCGGCAGTATTGAAAG 
CCTTAATTTTAACGGGCTTCAAQGCA 1TL " 1 " 1UTA A0GAACG 
ATGAATTTTGTTTCTAACAGCGCGAACATTCAGGCTCAAAACT 
CTAATTTTAGTTTCAAOGCITTGAATCTGGATTTTTCTAAC^ 
TAAATTCAATGCCGTTAATGCGATCAGTTTCACTAACAGCTC^ 
GTGTTGTTTGACAATTCCAATTTAAGCGTTTCAGT^ 
CCTCTATCAATGCGAGCAACCATTCAACCTTAGAACTT^ 

CCAAAGOGCCATTAATGTTTCTAACAACGCCAOGATCAACGATTATGCGAGCTTGA 
TTTAACGGGGCGGTTAATTTCAATTCAGOGAATATTACTACGAGTTTGAGTAGTTCCT 

CTTTACXSAGGGCAGTTTAATTTAAGCAATAATrC'1'l'Cri 1 AG ATTTTCAAGGCTCTAGCGCTATCACCTCTAACACGG CGTT 
TAATTTCTATGATAACG CiTTTi.' CTCAAAGCCCCATCACTTTCCA-TC^GCCCTTGACATTAAAGTG CCCriX^AG'XTTGGGA 
GGCAACCTCTTAAACCCTAACAACAGTAGCGTGCTGAATTTAAAAAACA^ 
AXATOGCTAA»TTGATTTACTAAGCGATCTGAATC5GTAATAAAA^ 
TAATTGGTATGAGCGTATCAACTTCITTGGCATGCGCACT 
ACTAACCCTCTCAATAACGCCCTAAAAATCACCGAGAGCTTTAAAAA 

GCATTAAAAACACGCTCTATAACATTGG CTCTGAAATCTTT AACTACCAAAAGGTTTATAAC^ACGCrAATGG CGTGTATTC 
TTATAGCGATGACGCACAAGGOGTrGTTTTATCTCACGAGCAGOGTGAAAGGCTATT^ 
AGCGGCAGCAATAACACCACGAAAAATAACAATCTAACCTCTCA^ 

ACCCTATCAGCGCGTTACACGTCTATAACAAGGGCTATAATTTCAGTAATATCAAAGCGTXAG 
CTACCCTGAAATCAAAAAGATATTAGGGAATGATTTTTCGCTTTCAA^ 
CTTACCAAGCTCATCACGCCTAGCGATTGGAAAAACATTAACGAGTTGATTGATAACGCAAA 
TCAATAACGGCACTTTGATTATAGGAGCGACTAAAATAGGGCAAAOWG^ 
CTATCAAAAGCCTTGCGATTAC^CTGATATTC 

TCGGCTGATTTGGGCTATATTGACACGACTTTTAACGCTAAAGAAATTTATCT^ 
GGGGGACTGGGGGGAGTGCGAGCGTAACTTTTAACAGCCAAACTTCGCTCATTCTCAACCA 

AACCGATGGG ATTTTTAG CATGCTGGGTCAAGAGGG CAT CAATAAGGTTTTCAATCAAG CCGGG CTCG CT AATATITTGGG C 
GMGTGGCAATGCAATCCATTAACAAAGCCGGGGGATTAGGGAATTTC 
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Figure 14 

CGGG GTArin ' A AOGCCTGAGCAAAAAAATCAAACCCTAAGCCRGCT m 
TAGCGGTTTGAACACCK5CGATTAAGGATCT 

CTCGGGGGCATTCATTTGCAAAACCCTCAAAAGCTTATAGGC^^ 

TCAATCAGATCACCGGCTTTATTTCCGCTAAC»TATAGGGCAAGTCATAAGCCT 

CGACGCTTTAAAAAACGATGTAGCCGCTTTGGGCAAGCAAATGATTGGO^ 

GAAAG C l'l GCX ' G CAAAACCAGCAGATTAAAAG CVrri lA gACAAAGTCTTAGCGGCTA AAGG ATTAGGGTCTATITATGAAC 
AACXrrTTGGGGGATTTCATCCXrrRATCTTGGTAAAAACC^ 

GGATTTTAGTTTCAACGCGCAAGGCAA'lirri'rrfG I GCAAAATTCCACTTTCTCTAACGCT AATGGAGGCACGCTCAGTTTT 

j^CGCAGGAAATTCGCTCATITTTGCCGGAAA 

ATCAAGTTTCTAACATTAACGTCACCATCCTT^^ 

(nCTCAACGCRA aVlUinnA TCAACGCTAGCTGOT 

ACCGCTCAAAATAACG CriVl iC T A GTAATCCGTCAAACAACGCGCCAAT CgCC T TAAATRA T 

TTACCSCCGAATCGTTTCAATTTTTCACGCAATATTTAOGCTAAOGGGGTCGT^ 

CGTTAAAAACCTGTATC1TTACAATAAOGCTCAATTCCAA 

AACGCTAGCTTTCTAAOGAATAACTTAAACATTCAAGGAGCGTTTAACAA 

ATTTAM GATCGCTTCAAACGCTTCTTTAAGCAC^^ 

GATCCATTTTAATTTACAAAATTCTCAAAOGCCTGTAAATCCGCTCATTCAA<^ 

CAAACGCCTTTTATGAATGTCAGCGTGGCTAATGGCGGAACTrAC^ 

TCAACCCTRACACCTTGCAATOgTATTTGJU^GCTCTATACClTAAT 

CGTATTGACTTATTTGGGCCAAOCjG C»rriTAT 1A CRAGATAAGGGGTTATTATTGAGTGTAGQICTACCTAACTCAA ACAA C 

GCCTCTCAAAAOVACATTTTAAGC^^ 

CCCCTCCCACCMACAGGATTACATTCTGGGCATTC^ 

(jQCTATCAAGTGGCTTTCAACATTGATGATGGAGACTAAAGAAAACCOGCTTT 

'rtAAATGAAATCTTAGGCCSTRACAAAAGATCTTCAAAACACC^ 

CCAGCCTTTTAGAAATCGCGACnTACACCCAACAAACCAGC^ 

GTCCAATTTTTCAGAGCCCri'lj IT AGAGCTTAAAAACAAGCGTTTTAGCGATCCTAACCCTAGTGA&j j. x x a i^xCAAATAC 
TCTCAACTCAGCAAACACCCCRATAACCTTTGGATTCAAGGGGTGGGAGGJ^ 

5[££S^ScAT^ 

ACTTTX3AGCGCGAATX5AAACTTATGGAGGCJW 

GCTACAACTACAACACC1X5GACAAOGAGCGTGAATGGGAATXAOGGCTATO 

AAAACCTCAAGTX^CTTGAGCTATCATTTCATAGGC^^ 

TTCGTCATGCATTCAAACCCTTCTAACGAATOGGTTTTAAOGCTCAACATGG 

ATTCCTATTATTTTGTAACGGCGAGGTTGGGTAGGGA 

XGAAAACACTTTATTGXACOGCAAGGGGGAAATTTTTAACACTTTTGCGAG 

CXrrrTGATGTATGTGAATGCXXSGGGTGGGGOT 

TGCGAGTGGCGTTTTAG 



HPC001 

ATGAAATTTTTACGCTCTGTTTATCCATTTTGCTCCAGTTGGGTOGGGACGAT 

TCGCGCAAGCCTTTAT 



JJCTTTTTTG 
^TGCTCTTTGrCAAAAAATTTTC 



TTACGGCATCCCCATTCCXAAAATCCCATGGATTGAGCTTCC^^ 

GGGGATCGCCCTAAACGCGGOGAAGTGGTGGTGTTTATCCCTCCCCATGAAAAAAAATCT^ 
CTATTCGGGGCGATGACGTCTTATTCACTAGTGAGGGGT^^ 
CGCTAAACATTACCCAGATGCTATGACTAAAGAATTTAXXSGGTAAAATTTTT^ 
GCTATCCATTACOAAAAGAeRATGAAACCTTC 

TGCAACTCATTCAAATGGAGGGOGAAAAGGTGTTTTATAAAAAAAT^ 
GGATAATTCTAGCGACTCGOGCTTTTGGGGGAGTGTGGC^ 
TTGAGTTTAAAAAATAGCCIXSGAAATCGATGCAGAAAATAACCCC^ 
AAAGOGTTGAAGGCTTACAAAAAATCATTAAAAAAGAAAAAGCAAOGCATTAA 



HPC042 - 

ATGAAAGAATTTAAGATTCTAATCATCCTTATTGTGGTGGT^ 
TGATGCACCCTAAAGTGGCTCCGGCAGATTTTGCTTTCAAG 
GGGCAAACAGCTTGTAGCCGAAAATTGCACCGCTTGC 
ACKXKMAGCAACTCTTTTGGGGTCtrrGCCACCC^ 

TCATCAAAGACCCCGTGAAAACGGCGAAATTGAGCCATAAGTTCAACGATC 
ATTTAGCGATCAAGATTTGAGCGATATTGT^^ 

GCACAAAGCTGTCAAAGGTGCCATAGCTTGGATTATCCTAAAGATAAGGCCTTTAt^ 

TAGGCTCTCATGCACCTGATTTGTCCATGATGATXACAGCT 

AAAGCTT 



HPC06S 

ATGAATAAACCATTTTTAATCrTACTCftTAGCCCTA A ' r iU 111 1 i AGCGGCTGTAACATGAGAAAATATTTCAAACCCGCTA 

AACACCAAGTTAAAGGCGAAGCGTATTTCCCT AATCATTTGCAAGAAA 

GAAAAATCGAGCGGTTATAGGCGATAAAGGTTTAACGCAGCTAAGAAT 

AATGAGAOTCAGGGGTTTTTCATCCTTGCGCAAGATTGTTTGAACAAGA 

AAAGTGAC3GAAACXMAGCTt5AAATTAAAGGGCGTTGAAGCCGAAGTC 

CAATAACCCTAACGCCAGCCAACAATCTATCGTTATCCCTTTGGAGACT 

TTAGCGGTGGTGTTAGCGGACAATTCAGCGA^ 

CAAGCACCACGATCAATTCTTTAATGGCGATGCCTATTTTT^ 

GTTGGTCGTGGATTATGTGCATGGAAACCCTACGCCTATTA 

ACTTACCTTATCGTAGATGGCAATAACATGATCGCTTCTACAGGGAAAAGAATACTCTCAGTCGTGA 

ACT ATGATGGGG AT ATT ATAGATTTG CTTT ATG AT AAGGGGACTTT ATACGTG CT CACGCT AGACGGGCAGATTTTG CAAAT 
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CGATAAGACTTTGACGGAA T TAAACRGCGTGAAACTGCC Cl 1 1 IjI 1TC GCTCAATACCATTGTATTAAACCATAATAAATTG 

TATTCTTTAGAAAAGCGTGGGTATGTGATAGAAGTGGATTTGAATGA 

TAGGCAGTTTTARCJTTTTTTTCATCCAATCGTTTGGATAA^ 

CTATTTAGATTATAACGATTTTAAACCAAAACTTTATCCCG^ 

AAAGGGAACACTCCCATTTATTTGCAAGAAAGGCATAAAGCTAAAGA^ 

ATAGCGGGTTTGAAGAAGAAGAAGTTAAAACCGGAAGCCGTGATATtX^ 

ACGCATAAAAGAAAGTCAAGAAAACAAAAACGCTCCTGCTTCAAAAGAGCGTAACCAA 

TCA A AAGAGGATAACGCTATTAAAGAAGCGCCAAAACTCA 



AAGAA6AAAAGCTTTA6AAATGAATAAGAAGTAG 



a 

in 

m 

Q 

h* 

01 



HPC066 
GATCACCCTAT 
GCATTXATTTAT 



CTTTT 
MGATGAAAAGCG 

rACCCCCCAAAAAACCCAGCCCAGAAAACGAATGOGTGAAT 

T GCTTG CATTGCGTGCAGtfrri^CVCACACATAT^ 

GCG'1'GNATGCATGCACCATTACCATGGCTAAATACAACCGCCCTTCACT 

GCGCCAAAAAGTGCGCCTGGTCCGTrTAAAAAOGATCGCTTACA^^ 

ACTTCGTTTAAAAAACAACGCATGCTCTTAGACATTAACCGC^ 

ATAACGATTATGTtOTTTTATTCCACAACMGGACAATAAA 

CCAAATCAAAAAG CCri 1 A AATCCTATCGCCATTAAAGCCG 



KPC074 

GATOlAAATAAOTArrTGGCCrrTTGTGX?rGT^ 

ATTTCAGAACCTTTACOGAAGGGA6CATGGTCATGTATTTTTOGCCTTCA 

GGTC ATCTA T TTTATG ATTTCTATCATGCrCACTTTA GlXSTOT 

GCGATTGTCAATTTTAGCAGTTTTGATATTAAAGAA^ 

ATCTGGTCAAGGCGATTTTTGAAGAGGAAGTTTTG 

CAGATTTTTAGGCTCTATCATTATCGCATTAGCCATTGAAGCGTT 

KAAATCACTTATGCGGTGTATTTGGCT 

HPC083 

ATGCGCTCTCCAAATTTAGAAAAAGAAGAAACTGAAATCA 

TGTA TTGG CGCAT CTTAG airiUUn 'AACCGAT W XIT 

CTTGCATT CTTTATA TTGGCTGACTAACCra 

T ATGAAAT C 1 1 lUUUVl X j lt » l UUXi l t» CAAGATGAGTTTCGCTAAA C ' XtjG 1T1UTA GGATTAAAATTATTGATATTTATTTAG 

CAGATTCCCCCAGTAGGCCrATTTTATTGAAGOGTTTAGGGTTAAA 

AGTGTTTAAAAACCCCTATCATAGGGCATGGCATGAAGA 

HPC084 

ATGATTTATTGGTTGTATTTGGCGGTCTTTTTT^ 
AAC AAAACCATAAGArrTTTGAAATCCTTGCGGATAAAGTGAGCGCT 
CTTATT GAATT ATGATGTGTATATTTTAGOGGACAAGGl^ 
ATCAAGGTTOLTAGGGGCGAGGGTTTGCT 

TCCCCTTTTATGTCCAAGACAGCGTGAGOGGGATTTGGGTGAGCGOGGATATT^ 

TAAAAACATGACCGCTTCAGGGTGCAGCATTGATAACCCCATTTGGCATCT 

AAATOGCATTTGTCEATGTGGAATCCTAAGATCTATGTCGGTGATATTC 

CTAGCAATAAAAGAACIACCGGGTTTTTATACCC^^ 

TTATTTAGCCCCCAAAAACTCATGGGATATGACCTTTACCCCACAAATC 

GOGOGCTACATTAACTCTAAAGAOGACAGGTTTTTATTCAATGOGCGCTATTCT 

AO^TTTGAGGAATC^AAATATCTATGGTTTTGAATTTCT 

GTCTAATATTGATAACGGGCATTACATTGACTTTTTATACATGAACCATTTC 

CGCATCA CAGAC^CCACGCACATGTCTAGGGCGAATTACTAT^ 

ATTTTTTAAACCTGAATA 

xxi^xaTTTTAGAAATTTATTGTATTCGGTGGATTATCA^ 
AACGCAAA\»AATGTGCGGGTOGGCTTGCAA iriU^ ^ 



nrrGT 

GTCTTCAAATTTTTCCATGTATGTCAATATGGATTTAGCCAGAGAATA 

ATTTTCAACATCCCTTATTACMCCTTTAAAAACGGCTTATTTTCTCAAAAC^ 

GCTACACTTCGCCTTTATIGAGAGATTATGATTAT^ 

TAGCGATGOGAGCAATAAAACGGTGAATTTAACCCTAACGCAATACCTTTATGGCTTAGGA^ 
AAAATATCGCAACTCA TCAA TCTTGACGATAAAGTTTCGCCCTTIAAAATGCCCCTAGAA 

TAACGGGATTGAATATCTTTGGGAATGTCTTTT A T ICG I lUUA TCAAAACCGCCTAGAAGAAAT C i'C''lXS' l 'GAAOGCCAATTA 

COUVCGCAAGrriU'rAAGCTTTAACCTCTCTTA ^r T CT 

CTGCGGATTATTTAA 

HPC104 

ATGGATATTTAT G C l» 'l U 'ATACATAGCGATAGGG CUUU " l ' rA CTGGCATTCTATCAGGG AI ITlTU GC ATaXaG I GG GGGGTTGA 
TCATTGTCCCTATCATGCTCGCAACCGGGCATTCTTTTGAAGAAT^ 

ol u rCy»^\J GGATC T G TT A " IXJA ATTTCAAAAAAAAATCGCTTGAI 111 IC ' rrrA GG Cl ' l^ ' riXj ATAGGGGCAGGGGGGCTGATA 
GGGGC^GTTTTAGCGGATTTGTTTTAAAAATCGTTTCC^ 

CTATGA TCCAAI 1 ' 1 UTC1TAAAACCCAAAAAAAAAGATTTTATAGCGGATAATAAA 
K± Hi ^'AATTGGCGCGCTCACAGGGTTIUTI^CCATCACT 

TA1''1UU"X'1'AGGGTATGATTCTAAAAAATGCGTGGCGCTAGGGTTATTTTTCATCTTC 1 1 1 i ' C l T CTATTTCAGG AG CTTTTT 
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lx^ ' xaa tgt a t ca ccacatcatcaataaagaa utrcx^ ^ 
cattgggattaafttggatcatgcgg clttlu aatgaaaaaatc 

hpciis 

atgaaatgttcgcattgccagttggagtttaaagaaa 

gctccacggggtgtgctagagtgtatgcgttattattggattt^ 

tttagcccccgtaacgccccaagattcaatga 

ATCCTTAATCTTTTGCTAGAAAAAACGCATTGTAACGCTTCCT^ 

TTAAAAAAGTGAGCGTGAATTTCACCACCCACCATTTACAA^ 

AAAAATTGAGAGTTTGGGTTATGGGGCTAAAATTTATAACGCAAAAAACT 

TAIUTUCXXJUJX'XTAAGCGTGGC^IVXU'XU^ 

GTOCXjtfUJl'lATGGCACTCGCATGGATA 

AGT C G TT G TGGG C CGlVlU ' l * fC ATTAAGG GGGCGT TTTATGGGA ' 

IUUXjGAGUU'XTATOGGCAIUTUITXATTCIV^ 

' XTX 1A ACG CX XUX 1 ' l ' L ' lVG CrOTJi MVri^ 

GCATGAAATCCATAGCGTGA' rCG TTGT A GAAAAGGACAAGCAGATAG 

GX 1 I l^G GT GCCA AGCGG GGCTAAAAT CGCA CTAGATGGA ij H*C 1 ' 1 1 X ' A AATAACGCCAGCGTGGATG lVXVX ' X ' X ' U ATCAGCG 
GGGAi^aa lAAGCCXTXXiGAATTGGGGGTTAATC^ 

AGTGAGCGCGA C1 1 1 It^ AAAACTCACGCCTTTCTA lj ' lUUtj ' rrA GAAACTTTA^ ' 
GAGAGTAGCGCGAATAAAATTGCGGATAri TUVXeXAAAGCUVl\*l"Xtn^"X"lTAGCC 1 1 XU'X'AAGCTXTX'X ATTATGGCAAT 
TTCGTTTGGGGGGTAATTTTGAAAAAGCCTTAATGGTGT^ 
ACCTACGCCX^TTGCGTTAGTGATAGGGGTCTTTAAAAAC^ 
^ GCTAAAGTGGAAAAAATCTTTATAGACAAAACCG 

u? 

ill HPC120 

i: f* ATGCTACTAACAACACTCAAGCTAAAATCTATTAAGGAAATCAGT^ 
J!: GTATCAATACCAGCGTTGAAGCTTTAGAAAATGACGGCTCTA^ 
UP AGCTCAAAGAAATGAGACTCAAAGAAATGAAGCrCAAAGAAATGAA 

AAAGAAATGAAAGTCAAATCCATTTCGTATATCGGGCTTTCTTACATGTCl^^ 
GTGTGGGCGATATTCTCGATTCTAAAAAAATAGACACCG 
TGCCACTTTTGAAGGCGGCATATTAGAGTTTCATTTTGATGAAAAAGCC^ 
H ACTGAAAAGGAAAAAGGCGACTTAAAATCCCAAATGGGGATCAAAAAGGGOGACACCT 
fq CTAAAACGGCTTTAAAAACAGCTTTAGAGGGGCAGGGCTATTO 

GGGCGCGTTATTAATTGTGTTTGATGTGAATAGGGG 
5 TTAAAACGCCGCATGATTGAATCTTTGAGTGCGAA 

AATTGCGTTTAGATCAATTAGAATACGATTCTTTGCGTATCCAAGATGTC 
TTCTTCGCCTTTTTTC5AAAACGGATTTTTCTACCCATGA 
ATTTCAGACATTTTAATAGAGATTGACAACCCG 



Us 



HPCX30 

ATGAAAAG A1 X XVXlUUtmYlTA TCACTCATG Wl^ ^ ^ 

GGGATTTTAAATCTAAAGACTTGCCCCAAAAACTCCATCTTGATAAA 

TAACGCATCAAAACACTACACTGCTACCG 

BPC133 

ATGCAAAG'XXTlUAGTroGCTGAATTTAG 

AATG GTATCAT TACAGCg X tnT C AGGATTTTAACTAAGCATCATAA 

AGGGGTGlTTATCCTATCGTAl XgC TlTCAAA^ 

ATTATCTGGGCCAAACGCAACGACAAACCrTTAGTTTTC^ 

TAATCTTGCATGAAATCTTAAATACAGAATTA^ 

ATTCGTTTTAAGCGCrTCTTTAATCTTTGAAAAAGCCCT 

TTAAAGAATTTAAAAGTCATCGCCATTACCGGAAGCTT 

HPC143 

ATGAAAAAA ll^lVXVXA TAGCATACTCGCA CXTlT^ 

GGAACAAAATCATCGCTTCGTATATAGAGAAAAAAATCAACC 

ATTCAACTCl'l'XX^GATTTTAAAGCTCAAGCCAACGATG 

AGOGTGGATTTGAATTACCACATAGATATTAAAGATTTACG^ 

TTATTACTTCTGGGAATATCAAAGGGCATAGAAAACCCCTTCTGATT^ 

CTACAACGCCC1TTTAGATGATTTCAAGCTTTCTCACTTA 

TTAATCAATCGCCCCGCTTATGCGAACGCAAAAG'XXj XXJ C ACAAGCGGATTTTAACTCTCTAAAGCCTTTAGAAGGGCATT 

TGATTCTAACAGCCAATAACGCTTTAATCAATAACGCCCTAAT 

CTTCAACCTCTCGCACTCAAGCGACTTTAAAGAGAACAAAGCCATCAG 

ACAGCCCTAAAAAGCGAATACCTTTTCTCTATTTTAAAACTCAATGCC 

TCCAAAACATGACTAACCACCCCCTAAAAGGGAGTTTGACTTTAAAAGGCGCT 

CAGCGGCCATTCAAATTTACTGGATGGCACGCTCGATTTCACGCTTTTAAATAAA^ 

TCCACTTTAAAAGCCTrAGATTTATTCAATTACCCCAAGTTTT^ 

GCGCTAAGCAAGGCACATTGAAAGCCCGCCTAAAAAACGCAAGATT 

TTCTCAATTTGATATTACTAAAGAAAT CTATAACGATGCCAATCTAGT AAGCCAAATCAACCAG CAACGCCTGCTCTCTAGT 

CTCAGCTTAAAAAGCCCCAAAACCCAATTGAAAATCCATAACGGGCXTGTGGAT^ 

TAGATGCGGAAATCTTAAAATTCGTTTTTAAAATGAAACTTCAA 

CSAAAAAGCCATCCAACAAAACCTGCAACAAGGCTTGAAAGAAATCCTAAAA^ 

TTG CTT AAAGATGAT AAG CTCAAAG AAAAGCTTGAAAAAGGGCTTAAGGGGC TTX'X' XTAA 
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Figure 14 

HPC144 

ATCAAGAGATCTTCTCTATTTAGTTTCTTGGTAGCT 
TGGCCG 

HPC1S2 

TTGAAACATTTGACCCOtCTCACTCACACC^^ 
TTGCAGCAGAAAGCCCCACTAGAACAGACCCTAAACCOK^ 
CATGATGACCAATTGCGACAACCTTAAA<»CTTT^ 
AAAGAAAATTTAGGCTATGAAATGGGAGGCATTGCATG^ 

OGACTGOGGGCCTCTATCATTCTTATATC CC^^ 1 j ri lUCUTAATGT 

GATGGGGGAA 1 1 UCTCATTA A Afi ACGAlXXXgl'lUIXlTiVAUAAGTCGCTTTAAAAGJUj I'lUCl'LTATTGCAAAACACGCTAC 

CATGACAATCTAAAAGACATGATTAAATCTTACAACA^ 

AAAAATATTATGAAGAGATACAAGACAGGATCAGGCGTTTO 

AGAATTGCAAAAAAGOGCTAATAGCAACCTGGATTTAGACCCTA^ 

TCTCAAATAGAAAAATCTCAAATAGAGGAAACCCAAGCAGAAAAACCCCAA^ 

CGAACAAGCCAOAAAAAGCAAAAGATAAACCCATGTATTTGGCTCAAATC^ 

CTCTCAAAAACCG6CTACSAGTGAGCCAAAAAOCSCTCCTCTAAAAATAAT 

AAAAATTCCAAAAATAAAGAAATCTGGAAAAATTGCTCTCCAGGGGA 

TGCAAGAGCTTTAA 

KPC1S5 

GATCAT TATO GTCCCGTTACCC^tiyiVlVl^ 

ATCGGGCTTTATATTCACAAGCOGACTGA^ 
p TAAATCTOGCCACCACTAGAATGATTTTAAC6CAAGGCTATAAAGG6C 

GGAATTTAGCGTGAGCGGGAATTATGTGATT^ 
"~ AATG GCTCTACTAGGGTTACTGAAGTGAGAGCGCGATTCGCT 
^ ATTTAAATTCAGGGCTTATTGATGATAAGGAAGCCAAAAAACGGCGO^ 
OJ »TGGATGGCGCGTCTAAATTOCTCAAAGGCGATGCGATOGCTTCT 

PTTAGTGGGCGTGTTCCAAAGGGATATGAGTTTGAGCTTTAGCG 
TAGGGCAAATCCCTGCTTTAATCATTCOGACAGCGACCG 

U HPC16S 



01 

Hi 



ATGAAAAAGTTTAAAAAGAAACCAAAAAGTATCAAA 
TCGCACCTTTACTCATCAGOGGCTTTGTTAGTGGGGTGTATX3CTGA 



GGA AACCA ACTCATCACAAAAACTTGGGCAGGGGGTAATGCGGCTAATTA^ 
CCAATTTAAAAAAT6ATAAOC3GCACTTATTTTTTAAGOC3GTCTGTATA 



HPC183 

Ai wxAGr TACTOGCTTTAAAAAAGCTTTGATCrcri W^ ^ 
|J AOGCITCAGCAGAAGAGGTXAAAGTCAAGGATTATTTCCCT 
Q AGCGAGC lAUt>rAGAAGTCCCTGCCATGCTTAATGTTT^^ 

r", AT TGTTAA AGCCACTCTCAAACGCGAAGATCTTAAACGOCTCAAACACATGAGCACT^ 
f " a AGCTTTTAAAAAAGCTCAGCCCIX^TCTTGTGCT 

'ATATQTTTCTTTCTTTCCAAGA6ACAACGATCGCAGAGGCCATC 
GACGCTT CTAAAAA ATTOGCCAAAATGCAAflAAACTTTGGATTT 
^ ^ GGGTGGAGCTTTTCCATAAA 

CAAlU"l"ltiGCTTGAAATAOC3TCAAATTTGGGCG CGCTGATATTAGCGTGGAAAAAATCGTTAAAGAAAACCCTGAAATCATT 
TTCATCTGGTGGGTAAGCCCACTCAaKZCTGAAGATGTGTTAAA 
AGCAAGTTTATAAACTCCCCACAATGGATAT 
CCCTGAAGCCTTTAAGGGCGTGGATATTAATGCGATTGT^^ 
GTTGAACCCTTTTTATGGCATTAA 

HPCX86 

A TGGG CGGATTOVCAAGCATATQGCATTGGGTC A ' XUO ' IU^ 

AATTGGCTAAGGGTTTAGGCAGTGGGATTAAGAATTTCAAAAAAG CCGTGAAAGACGATGAAGAAGAGGCTAAAAACXSAGCC 
AAAAACCCTAGACGCTCAAGCAACGCAAACCAAAGTGCATGAGAGTAGCGAGATTAAAAGO 

HPC188 

ATGAAAAACT TTTC CCCA C1 1 IUA ll» ' lU " lU ' A AAAAGCrCAAAAAACGCCATTTAATCGCTTTGAGCCrGCC C 1 iGCl Tl ' LTT 
ATGCCAATGGCTTTAAAATCCAAGAGCAAAGCCTAAATGGCACGG CTTTAGGCTCGG CGTATGTCGCTGGGGCTAGGGGTGC 
TGATGCTTCCTTTTATAACCCGGCG^TATG^ 
ACGSTGATTAAGATTCCG 

HPC190 

TTGGAATTGAAAAAAATCGCCCTTA 

ATCATAATTTTTATATAGTGGTTGTCAAAAATty^GAGCCT^ 

TGATGCGACTTCrAGTTTCAGGCTTTTGCAAGTC 1 i 1TA ATCATACAAGATTTTAAA 

GAA CAGCX SCATCATTCATAAAATCATTCAAACCCATTTCAAACGCATGCC C tj 1 1' 1 ' I ' lXJ AGOGTGAAAAAAGATGGTGAAA 
AAACTTTAGAAAATAATGAAGAAAATAAAGATGAAAAGCCT 
- TTCTCGTTTGCCTAATATCCCTAGCACCCCTAGAGAATTTGGGT^ 

GGGAGTATTTTTGCTTACAGGCATATTGGCTCTATCAGGCAAAAAGAAT 

TGTTGCTCTCCACTAAATCTITAGTTATCCAGCCACGAGACATTCTTTTAGTGGCGGGTAATC 
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Figure 14 

HPN091 

ATGGGTAATCATTTTTCTAAATTAGGA'XU'X VX'XT 1 AGCCGCATTAGGAAGCG CGATAGGTTTAGGGCATATCTGG CGTTTCC 
i J^ATGACTGGGGTGAGTG^i'ltL^yXi'ltJCrrriX^T I"! TA l'lUIUUTl'ATTTTTA'l'CUUTAAGCGTTGCCGCCGCGATGTT 
TATCGCTGAAATGCTATTAGGACAAAGCACTCAAAAAAATCTAACAGAAGCT^ 

CGCI GGAA ATAC GCAGGG CI 1 1 X UI XXW X X I ItSGGCCATT AATACTGACTTTTT ACGGCACGATTTTAGGTTGGG T GC I ri ' 

ATTATTTGGTGAGTGTTAGTTTTAATTTGCCTAACAATATCCAAGAATCT^ 

AGGGCTACAATCCATAGGGCTTTTTAGCtJITTTA 

AAGCTCAA1 1 lUUlUUTAATGCCCTTACAVrri'GCrAC'l I'l lUl'AWlUUtaCVlUTC'rATGCGATGAGCATGGA llCl ' X ' ATr 

CTAAAGCTTTTCATTTCATGTTTGATTTCAAACCAAAAGATTTG 

CIU'AUXXTTAAGCATCGGTTTAGGGATCAATATC^ 

GAxuvxTxutjiuxArixx^GC^^ 

GAAAGGTATCAATACTCTCGTTTTAAGGTTACTTGGGGT 

CGCTCCATAACGATTATAAAGATTATCTCACrrTCX'1'ltjAAAAAAG 1 CX'X'X'XIUAX X WXUXj^TT'ITGCATCAAGCACCAT 

TATCATGCCIVIAGGCGGGATGGCAACCTTTAITX^^ 

CAClUTrrAGCCCCTAAA lUVXTX\^ 3U*C^ 

TCACCAAGATTTATTAA 

HPN132 

GTGGTCTTTAAAATTTTAGGTTTATGGTTAGGGGTGTTTTGTTTC 

CTAAATATAAAGACAATTTCACGCATTTTGAATAOGCrAACCCTAATO 

AGGGACT TTTGA TAGCCTTAACCCTTTCGCGCT^ 

^ TTTTTACGATAGATAAAAGAGGGAGATTTAGCAATAAOGCTCCCA 
S CAT GAAACT AGGATCGCCTATTTATAGGCAGTATTACC 
yfi TTCATTTTOiAAACCACrGAAAATAAACauSTT G C^ 

AGGATTATTTTGAAAAAAACCCCTTACTCATTCCTG'X'ITCTAGCGGCCCTTAT^ 
AATCACCTACCAAAGAAACCCTAATTATTGGGCGACGAATTTG^ 
Q TTTGAGTATTACAAAGACGAAACCAXXXkX^ACAGGCX^"^ 

AGGTTTGGGCTAGGGGCTATGTGGGGAAAGCTATGGACAATAAAGAGATTA 

OC GCATG CAAGG GX XU ' XTCX ' X ' CA ACACGCGCCGAGAAATTTTCAAGGATAAAAGGGTGOGTGAAGCCTTA 
GATTTTGAATGGGCGAATAAAA ATT1\«1T1U " ^ 
ffj CCCCTCCCCTCCCAAGOCCTGAAGAAAAAGCCTTGCTAGCCCCTTATGAAAA 
~ TTATGTCGTGCCTAGAACCCATGGAGTTGA VLXS TT T ^ ^ 
£ GA AAATT T AAAAT ACGCCCAAAAGCTTTTAGAGAGCACGGG C1T1 " XVXTO 
AGCCTTTCAGTTTCAC lT T G C XUTl ' l ' A AATAGCCOGGCATTTGAAAGA^ 
AGGGATTGAAATGAAAATCCAAAGAGTGGATTTA 
^ GGAGTGATTQGCCAAT CUIXLUU TCCCAGGTAATGAGCAGCGCTTTT A X X X 1U*1 XlX 1UI. AGTGCGAAAGAAAAAGQCACAA 

Uj GGAA^TATGCGGGAATCTCTAGTAAAGCGGTAGATGATTTGArtGAAAAAATCATT 
r-\ GGCCGCCATTCAAGCGATGGATAGGGTATTGTTGTGGGGGTTTTATGTG 
5! CCAGCCTAIEAATTACATTGGCATC^CT^ 
p ATCTTCAATGA 



HPM137 

>ATGAAAAATCAACACAAAAATCCOTAACAAAAGCTTTAATGA^ 
TTCTAGGAGCGTTTTTATTAGGT^ 
GCTTAATGGAGCGATAGAAAGCAGGGTGGTGTTAGG 
AATGCGACTAACAGCATAGATATAGAAATCACCAGTCrrTTA 
CCACSTTTAAAAATACCTCCTAACGCCAAGATTAAAAAATCCACTATCCTT^ 
TAAGATTTTA CXSCGT TAGOlAAGAACAATACCAAA^ 
GCTAACACGCCTTTTAGTAATGGTTCTGATAGTTC^ 
GCAAAGATGGCGCAAATCX^3AGTAACGGCTATGGGGCAAATGGCA^ 
AAATGGGAGTCATTCAAATAATAATGCAATAGGCAGTGGTATTGATACAGATGGC^ 
TCTAGTTCTTCAAGTGGCGGCTCTGTAGGGGGTTATGAGAATAATTTCACT 
GGTATGACAATTTTAATAATGGCAGCTOlA G T GG T G GGA 

AGACACAAACAATTCCAATAATTCCACTAACACCACTAGCCCAACTAATGGCAGTA 

TCGCAAGAAAACAATTACTCCAGCCAGTATTGTAAAGTGCCAGA^ 

CTAAAGATCGCTCTTCTATTTCTATGAACGCTTTAAGAGATtSACACT 

AGCCATCAAGCAAACG CAATACTACTATGTAGATAGGGAAAATRAAACGCAAAATATCGGTGG I'XX^'X Vl'GGATTTACAAGGC 
GCTCAATACGCCATG CAACTTTACAAAGATGACAGCAAATGCGCCTTACAAACCACGAGCGATAAAGGCT 
AAACGCAAACCTTTCAAACTGAAATOCrrGTTTOGTGGGATGGACA 
AAGGGTGCAAGACAGGATTGTTAGGTATGAAAAAAATGA 

GATCCTAACAACCCTAACAAGCAAGAG A'1"X"X X A AATCGTGGGATTGCCACCCAATTAAGCTCGCAATATCAAGA A'l''X ' 'XXi CAT 
GOGGTCAATGGGAATACAATGACGCTAAATTAGAAGCCAAA^ 

ATGGGTAGAAGTT ACG CCCTGTAATTTTGAAGCAGGG ATTAAAAGCGGTG C^GTTGTTAG CCCTTATGTGATGGGCGTGCCT 

AGTTCTAAAGTCTTAAGCGATATTACTACAAGCCATTATTTTAGGATAGAAAGGAA 

AAAAACTTTATGGAGTCAATCGTTGCCAACCGCAATACT 

ACCACTACCACCCAAACCACTCAACCTTATCTAOGCCCAGC^CAAGATAATGAAAAACACCCCACAAC 
CCACTCAAACCACCATCAACAGGACTCAAAGCX»TrTTGA 

HPN172 
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Figur 14 

AT G TT GG GGAGCGTCAAAAAAGCG U ' I ' i ' lTI A GG G T T I T G T G I r T GO GGG Oj ' l ' lU 1U i 1 1A TGCGGGGGGTTAATGGCAGAGC 

AAGATCCTAAAGAGCTTATATTTTCAGGTATAACTATTTACA^ 

AGCTTGCAAATCAAACGATGCTGATGGCTGTGCAATCTT^ 

GCAAGAGACAGCATTGAAAAAGCTCTTGAACACACOGC^^ 

ACTTAGCAGAGTTTTATTTTAATCTAAACGATCT^ 

TGAAGGGTGTATGCTGTCAGCAACTTTTTATAACGATATCATAAAC^^ 

TCTAAAGCTTGCGAGTTAAATAACGGTGGAGGGTC1TCT A AATTAGGA« l ' l ' lTriWlUA AGGCCTAACAAAAG 
ATTTCAAAAAAG ClTX ' lXi AATATTCTGaaUUUX'in^ 
TAATGAGGGTAAAGGCGTCGCAAACGATGAWVAGCAAACGAOVGA^ 
GGATGCGATATTCTCAAAGAACAAAAACAATAA 
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Figure 14 



HPC004 

ATGAATAAAAACAACAACACGAATCTTATTTT^ 
AAAAACCAAACAAAACAACAACCOUIACCACAAAGCAAGAAACA^ 

CGCCCAAAATTTTAGCGTTACTCAAACCATCCCCCAAGAGAG 1 1 ' 1UTTA AGCACG A X ' X iCl ' mti AGCATGCCACGATTGAA 

ATTGATTCTTTACGGOGCATCAAACAGGTTTATCTCAACGATAAAAAGTATCT 

ATGTGAGCCATCTTTTTAACCCCAAAGCTAACCCGCAACCCCCCCTAAAAGA^ 

GCCTTTAGAAGTGCGTTTTTTAGACCCCACGCTCAATAAC^ 

GGGCCTAATCAACAGCTTGTTITAACCCAAGATTTA^ 

ATTATGATTTAAAAATCGCCTTCAAATCGCCTAACAATATTATCCCT^ 

TCATTTGGACAGCTAC^CCXUnTUJGGCVl^ 

,AJU^;UATCAAACtiUJlUrri\ri7^ 

CTCAAGGTTTTGAAGCCTTAATTGATTCAGAAATCGG 

TTTGCAIXWITATATTGGCCCTAAAGATTACVUCI'^ 

TTAATCACU'TXtjlUUUCGAAAGGCVXVX^ 

1"1UU*1T1AACGATTATO3TGCGCCTAATCI'1UTACC^ 

AGCCCCCAAAATGAAAGAACTCCAAGAAAAATACAAGGGCGAM 

AAACATGGGGCCAACCCGCTAGGGGGTTGTCTGCCCTTAATCTT^ H 

ATAACGCTGTGGAATTGAAAAGCTCAGAGTGGATCTTATGCS^ 

GCTTCTTATGGGAGCGTCTATCTATTGGCACaU^ 

AAACTCTTACCCCTATTATTTACA ATIUTIU ' XU ' A A 

TITCGGTGTTGCAACAACTCATTATTAATAAAGTTTTAGAGAA 

A 

_ HPC010 
03 GTGAGGCAAGRAAftGTATlUyX"X^CXUVXU^^ 
yfj GGTTTAGTGGTCGTGTGGAGAACTTTTCTAAGATTGGT^ 
S TGAAAGTTTTATAGATATTCTAACTTTAGCACA^ 

jj? GTl " XtrX - l^XJ GGTGGGGCGATTGCAGCX^rrCCTTAC^ 1 X X XG 

*j gctcaattgtggagaatttcattgggggctatcatggat^^ 

TCAATCftGCGAGCTATCATGCAAGGCCTT A TGTGGTOGATACCG C^ ^ 
AAAGCGGGGCGCTATGAAGCGAATATTGATTTCATGAGC^ 
CTGAGACGauUVGGTraAG G XU ^Wlt^^ 
HI CGCGACCGTGCCTTATTTGAAAAAGGGAGGCAATCCTGATAACAGC^ 
ACAACCTATTCTTATAAAGGTTTAGAOGCTCAATTTTTTTATATT 



M* HPC012 

ATQA AIUTIUTOA MUCTC CUTO 

; CTTTAATCTATGG C ' X ' 1 ' UTX A TACC C X ' XUX^ CTTATTTAA?U^GACATCGTAACGCAGCAAAAAATCGCC C X"1X ^ TAGATGAAGA 

yj CA AriX3Cl w r C CriUVX!A GGCAATTAOCCTTCR!IGGOGC^ 
Q CTGGAAGCCAAAAAGCTTTt'AAAAGAAGAAAAAATTXATGG 

AGCAGGTGCCTGTAACGATAGATTTTTATGCGA^TTCCAATTAC 
GAGCATCAACGCTTTAAATGATGAGATAAGATTCAAACGCAACGC^ 
AAAATCAGGCCTATCGCTTTGTATAACCCTAGTGAGGGGTATTTGAATTACGCGCTC 
ACCAGGTiJAlT^UXJATTGCAAGCAGCAl^^ 

TTTAA GGCTGTGCGCAAGACT C UUXa ttgl^^ X ^ GTA TTTTGGGGCG C XXJ ' XTXT CT 

TTTTATXySGA TCGAACGGCATGOGA G T G C lUTA ATG GTC 
_ ^ gg xog X XTXU ' A GGCGCATGGATCftAAAATGaAGCCCACACCRCrOUA X XVX ' XVXU * XtX X:CTTGATTTTTAT 

V. G ATGG GTlVXVX\»TGGCCTTrTGAftTCCTTX3CCCTCTTATT^ 
A G I X'lVriAGGGCGATTGAATCAAArGCATGCGGAATTTATAG 
TTXXX5A Gl " XVXA TRGGGA UltiTCX " XU 'AAACTCAGCT Cr T^ 



J 



HPC013 

ATGAAAGCGTTAAAGATTTTTTTAAAAAAATCCCTTATTCTGTTG 
TGATTGTGGATAATCCTACGCAGAATATCTGGCAACAAGCAAAAGACGCT 
TCMTCGGCTGACCAAATCAAAAAAT^ 
GATATTTTACTGAAAACCAATCAGTTTATGAATGGTT 

CTCAAATTGCCAAGAATcrTAAAGTC^AAAQ'U'''['< "iv v y^rrrft <^fr a A a finVTRfi ft b a r-ra r& &Tf^a^nr:a a 
ATTACGAAATATTGCTAGCAAATGCCCTGAATTAGATATGAATAAAATTAACCCA 

AAGGGAAAAGAAAAGAGTGCCGCTAGACAAGCTTTAGAAAATTTAG CTAATGCACTTGGAAATACACAAATTACAACCACTC 

AACATATAACAACAAGTTTAAGTGGTAGGGCTTTYAGCA^ 

AAAAASCAACAATACCTAG 

RPC024 

ATGATGTTTKrrrCAATGTTTGCTT^^ 

TTTTTATTGGTTTTGTAAAGGTTATGCAAAAAGATG7GCTAGCGCAACT 
GCGTGAAAAAACGCTCGCTTACATGACAAAACTTCTTGAACAGGGCAT^ 
GC^AGAAAAATGGCGTTGGATTATTTTAAAOGCATCAACGA^ 
GGGTGGTGCTGTTTGATCCG 

HPC034 

ATGAAAAAATTGGTTTTAATCATCTTTTTAACGCTAACACTTTCAATATCTGCAAAA 
CTTCMACATTCATGGGCGGCTTTTTTCGTATGATTATGCGACTGGCGAGO 

GACi w l"rAA.TCAAAAAGCAAAGGGCTG AAAAT AAAAATGTGG'l* I'T TGA1TTG ACAGCXyGGGATTTGTTGCAGGGGAATAGCG CG 
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Figure 14 

GAGTTCTTTAACGATGAGCCCATTCA 
ACGAGTTTAATTTCAGTAAGGATTTTTTAjGAG^ 
GACTATAGAC&ATAAGCOGTTTOTAAAGCXrTTAlX^ 
GTG<»CGCA»TCCCCACTTGGGAi3GCCGCTAC^ 

AftAAGACTTTGAAAGAGCTRAAAGGGAAGTATGATATTTTGATTGG I U C 1 A I 'l CATTTGGGGCGAGAAGATGAGAAAGCTGG 
CGACGGAATACCTGATCTGGCGAAAAAATTCCCGCAATTTGACA 
AAAATAGGAAAGGT^TACCATTGAGCCTGGAGCGTATX^ 
CGAAGAAAAAAATOZrAACGACTSAAAA^^ 
TGTGGATAAAAAATCAAAAGAATACGCTAATGAAGTGGTT^ 
ACACWAGGAGAAAAAATCACTACGATGCCCACCGCCGCXn^ 
AATATTACGCWUVAGCCGATCnTTCACCGGCCGCOT 
Af^T GTCG CCTACATTTACAAflrrCC^rAACA O G^ 

TGGTCGTATCAATTTTACAATCAGTTCCAACCAGGCGAT^ rC UTUGlT ATAACTTTC 
AT A Atjl w l " lU VAXjG OGTGAAATACCAGGTTGAT G TT A CRAAACCCGCC 

HPC036 

TTCGGTATC^TAU V lX J lTCr A AAAAAATAAGAAATTTCATTTTATG C 1 1 1U*1UUTA TTTTAAGCTTGCACGCTGAAGAGA 
CTATGACTOTGACTCAAGAAAAXACCCCTAAAGACGCTCCCATTCXTT^ 

ACAAAACAAGGAAGTTAAAAAGAATATTGATGAAAAAAG CC l X»CTl\jA AGAAATCCATAAGAAAAAACGCCAGCTTTACATX3 
CTCAAAGGGGAAXTCCATGAAAAAAATGAATC^ 
TAATTCTEGGCGATATAGGGATTAACGCTCATCCTA 

TTC T CCIUT A1TWATGGCTTAAGGAG CGGGTATCAAAAGTATTTTGCTAACGGGATTAGCGCCTTACGCTTTTATGGGGAG 
TATTTAGGGGGGGCGATGAAAGGGTITAAAAGCGATTCTTTAGC 
TGGATAAGCCTATTGATAAAGAAAAAAGGTTTGCGTTAG^ 
AAATTTAAAAGAGAOTAAAGGGTATTCACAGCCTAAOT 
CTCAAj^ft CCt^ lUUt » AATTAGCCTTAARAATCCCTCCCTl'AAAAGAAA 
^ CTAATATTTATTATATTAGTTACAACTATTTATTGTAA 



43 
GO 



HPC039 

ATOTCAGAAAAAGAAAGACTGAATGAAGTGATCTTAGAAGAAGAAAA 

LJ tggctatagccattatcattttagcggtgcttttaat^ 1 1 . rrTT 

Lit ACAA^CGATAGCGGGATGCAAAAAATAGGCAACACTAAAGACX3AGAAAAAA(a 

L ^ CCTTCCAAGCAAGAAGACAAGCTAGACAAAGTACCGGATA^ 

£L AAACCAATCAAACTCAAACGGAGATGAAAACACCAGAAGAAACGCIAAGAAGC^ 

til ^*GCGCTCAAAAAGAATCTCAAGCTt5TGGCTAAAAAA^ 

s <XnX»TAAAGATAAAGATAAGCATGCGCTTAAAGA^ 

T . Ax xuiiAAACCACTCTTACTAAAgGGCATTATTTGCRAGTG^ 

GCCITAATGCATGCTGATGAAGTCAGCAAAAAGATGACTAAACOGC 



HPC048 

ATGAAATCTAAAAAACTTTATTTGGCTTTAATCATAGGGG 
PJ CO SgTrT A GTGGGGCGTT T^ ^ 

J" CiJ^xxAAGC GTGGCn T TTAT TCCTTTTftTACAAGACT^^ 
CTATT3U5GCftTTTTAT L V l UX^U XJ^ 
TACGCCCTTTTATAGGGGATTTTGGGCTTTATGOT 

ACCC CCTAAAAGC G T 111 A 1ATCCTTATATGAACAAAACACAAAACC riUTAAAAGAGATTTACAAACAATGCCTACAAGCC 
k TTTAGCCCTAATTTTAGCCCAAAAAAAGAGGATTTTGAAAACACCrTA^ 
(l-r ~J AMAAAAAGAAAATCrCAAAGAAAACTCTATTGATGAAAACtt 
^ CCCCTATAAC^C^CTTTAAACGATTCAGAGCaSCAAGAAGGCIU 
ATTTACCCTAAAAGAAACCGATTTGATGATTTGACTAACCCCACT 
AAAGAGAACCCATGCCCACAAAAGAAACTCTTACGCCCGCC^ 
TCCACCCAACCTAGAAAATGACAACAAAACAGAAA^ 
AGCCCACAGGAAAACC^CAJ^AAGAAAATCAAAAAGAAAATATAGA 
OGCAAAAOGCTCCAAACTTTAGCCCACTAACCCCCACAAAOGCTAAAAAACCOGTTA 
AGAGATATT AGACGGATTGGATTATGGCGAAGTGCAAAAAMCCCAAGATTATG 
GTTTGTTTGAAAGAAACTTCTTTAGAOGAAAACGAjGATTG 
AAATTGATGGCGATATTATCCGCACTTATTCAGGC^ 
Gj ^ CGTATTITA GGATTGAG<^^ 
AAAGATGTCGTTGGCATTGAAATCCCTAACAGCCAAA^ 
AAAAATCCAGCTCGCCCTTAACTCTAGCTTTAGGOVAAGAC^ 
CCATTTGCTCATCGCCG 

HPC050 

ATGAAAAAACCCTACAGAAAGATTTCTGATTATGCGATCGTGGG 

GTAAGAGCAATCCCGATGACAAACCCAAAGAGCAAAGCTCTTTAAGTCAA^ 

AGAGCAAAAGGATAAATCITACAAGGTTGTTGAAGAATACCCCAG^ 

AATGAA OGCGTGTTGAGCAATGAAGAGATTCAAAAGCTCATTAAAG C 

MGTTCAACCTAATAATGGAGGGAGTAATGAAAGCTOU^ 

GATTTTAGGGAGTTATATTGGCAATAAGCTTTTCAATAACCCT 

CAAGC TTACCAA CGCTCTCAAAATTCCTTTTCTAAAAGC^^ 

GCGGGTTTTTTGGCTCTAGTAGACCTACTAGTTCGCC^ 

HPC056 
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Figure 14 

TTGTTTTTAGTCAAAfMWTAGGCGTC 

YGCAAAAAAAAGCCCAAGAGCAAGAAAATGACGGCTCTAAACGCCCTAGCTATG^ 
AACGATTTTTTTACJUkAACATGGTCTATCAGCCTATAGAAGAAA 

TCTTTTAACCCCGAAACTTCGGTG ATIU " ^ 
AGTCTAATACTAACACTGCCAATAACGATACAAAAAArc^ 
CATTGAATATICCCAACAAAATTTCTACCCCCTAAAGGATG^ 
GA ^XCAAATCCAAAGCCTTGAAGCGTTTTTTAAAA£»TCAAAACGATAAA 

ACACTAAAACGCAAATTGCCXAATTTAAGGGCAAAA'rriVl'l'CG I ATCTTTATACCACCAATAACAGCGATTTGAGTTTAAG 

GCCrTTTTATGAATOGTTTTTCTTAGAAAAAAAGAGCGATGATCTT^ 

ATTTCAAAGTCTCAAATCCrrGTTAAAAAAGCATTCAACC^ 

ACTTTAAAAAAGAGCGCTTTAACACCGATACGGAACrri'II'l I AGAATGCCAAAGTTAG 



m 

Q 



D 
D 



e 



HPC059 

ATGA AlU " lUUU ' rA AAAT CCl w iyrA ATGGAATTAAGGGCT AlUX»l X l'C 1 CATATTGGCGTTTTATTAATCCTTATAGGCGCTC 

CTTTAATCTATCGCTTGTTATACCCTTTGCCTTATTTAAAAGACATOtyrAA 

CAATTCITIICITICTAGGCAATTAGCCTTCATGGC^ 

ACCAGGT G CCTGTAACGATAGRTTTTTATGCGAATTCCAATTA CI T' ITI^ ^ 
GAGCATCAACGCTTTAAATGATGAGATRAGATTCAAACGCRA^ 
AAAATCAGGCCT AlXXXr iU' I tSI A TAACCCTAGTGAGGGGTATTTGAAT^ 
ACCAGTO»TGCTCATTGCAAGCAGCAT(7rTTACTA^ 

TTTAAGGCTCTGOGCAASA CXVriU>lGl 1 X A TGGeAGCGTTTAGCtjXTX'X'XVX "X X Itil^ttlA TTTTC GG GCGCT a XI ^aC T 

TTTTATGGGATCGAACGGCATGCGAL tTC CT rTA ATG Gl ' U i 1 1 X XX* AATA GCTCCA T ATTCATGCTTGCAACCTTGAGTXT UG 

CCT LmnTXUA GGCGCATCGATCAAAAATGAAGCC^ 

GATGGU1 W 1TTGTGTGGCCTTTTGAATCCTTGCCCTC^ 

AGTTTGTTAGGGCGATTGAATCAAATGCATGCGGAATTTAIACA^ 

TTGCGAGTTTTATAGGGA U ' IXjTC 1 1 1'AAACTCAGCTCITTAAAGAAAGCTTGTGAAAACGCTTAA 
HPC063 ' 

UTbOUTTAUl ' l I AGAT r TGT SGG CTCGT A ' rrA ' 1 ' 1 l CAAATACriTl X'AATCaT &ui-A x A T J GwAJ.i fiiGAAi-x^l mrfTGT AG 

GCATTGACAGCTTCAAATAOGC^GATAAAATGCCTGATTCTGOCj^ 

CGCCCre^TTACACCriCCC^ 

ACCGCarTGCTCTCCATTGGCTTTTCa^AATTO 

^XXjn3GGGTTGAACGCGACTC CVrX ' ltS T G T A TATGGAAGAAAAAA 

TTCAGAGC ArXUti ' XUA GTCAAATATAACGATG^ 

ATCAAG GrXUUT CGCCTAAAAgATftAGACrTTCXIRATCTTAT^ 

TCTTGCATGAGACXACXATCTATCAGATGCCCT™ 

CTTTAAAACGCTCAAAAATTTCOaCCCIAA 

CTTTTATCCTTGCATGCTTTAGTGOGCCRAAACGOSGACACGAAAAAAGTC X X I XOI Al'Ul'iAlXX^C GA^ i x a^C 

^ rrrjmG . r G c curri . A i rA AC ^ 

GCTAAAGTTTATCATTATCACG CnXX^^ X I AGGGAAGTTCAGCATTTCAGGGAT ACTCATT 

CCTGAAATAGGOG I UXT XA I OSCO^ 

AG 

KPC068 

A3X3AAAAAAACAACCCTCTTTGTATTGGGCTTATTATTCAATAG 
CTTCTTCTTTGAATTTGGCTGAAGACAGCACACCCrTGAACCATTCTAA 
TAGQGTCTTTATCCAACCATGAAGGCTTGCATGCGCAAGAATAOT 
CTTTCTTTTTTGCCTCAAATTGATTTGAGCGCTTTTTATGTGTACC^ 

AACCCCTCAAATCCAAGOGGGCATGCAAGGGGTGATGCAAGGGTTTG^ 

TTTTCTAAGCAAAATGTGGTGATOSGGGCTTTGAGCATTAT^ 

GCATTGCGGATTTGATGCAAAAAGACX^CAATGAAGTGTATCGC^ 

GTATTATGGCATGGTGTTAAACGCAGAAGTGGCTGAAACTTTA^ 

GCTTTGAAAATGCAAAAAGTAGGGCAAATCGCTAGGGTAGAAACCTTAGGCGCT 

CTAGCGTTAAGGCTAAAGACU'XXj'X TAGAAG'X"1"1XXX!AACTCT 

TTCAAGCAAATTAGAGATCCACACCGAGAAAAATCTGCCC^ 

GCTTTAAAGACTTTAGAAAATCAGGTTCAAATTTCTAAAG 

GTTTTTTTGGCTCTTATATCATGAAGCAAAACAATTCGGTGTTTGA 

GCGCATGCSTATTCTTTCTCCCACAGGGCGTATCCAAAAATACCAAGC^ 

CAAATCCAAGCTAAAAAAAAt^TGGAATTGTTAGTGAA 

GCTTGCTTTCTAGCGTGGAATTAGCCAAGGAAAACTTAA^ 

TCAAGTCATTGATGCGAGGAACACG CX " 1 " 1 ' C X ' X CTATCATOGTQGAGCAAAAAAGOGTGGCrTATAAATACATc^ iixCATTA 
GCGAATTTAATGGCGTTAAGOGATCATATTGATTTATTTTATGAATTT^ 



ATGGTCm-AGTTAAAATCGTGTTAGGGTTTTTGATCC^^ 

ACATTATAGAGC GIUXL ' XU ' X 'AAATTTCCTC^ XGGCTAAAAAACTG CGTTCA ii'ix-r 

ACGCTCCAAAAGCCTTGAAATCTCCAAAOGATTAGAAGAC^TTCAAGCCCAA^ 

CTCTTAAAAGAATTAGAGCAAGCCAAAGAAAAAGCTGAATT^ 

AAAAATACGAATTGCAAACCAAAATCX2ATGTGGAAAATTTGATCAAA 

GATCAAAAGAGAGCTGGTTGARAGCGTTTTTRAAGATCTAAGAGAGAGCAAAAR^ 

AATATTTTGAVACAVAGGCTTTAA 
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Figur 14 

HPC070 

ATGCTCGCTTCCATraTTGAATTTTCCT^^ I j j^j XTTTTU GGA 

CTTATAGTTITATCCACACTCCAGTAGATGC^ 

TTCTAGCCCTGAAGAAATGGAAAATAACATa^ltSCGCCCl^U'AGAATTQ 
AGAAGTATTTCAAAATATTCTATTTCAGACATCACGATAGATTTTGATC 
TTAATGAGCGCTTGAGCAGCGTG^^ 

AGATATCTTTATGTTCACrATTGATGGCAATATCACTGAGATAGAAA 
TTAAGAATGATTAGCCGCGTGGCGGATGTCAACTCTA 

KPC076 

AT(yxrrGAAAftTTCTTTCAAAAR , 'I G 'rri' CCA CACAACCCAAACC Al 11 X X ' CX ' XA TTACCftGTTAAAACCCT G T 1 XIX X ' XTA G 

TAA^ j. xWVTGCli'i 1^JAAACXVX'X'C1'AACCCTATTTTAGATOU^ ^^^TCC3 GAOG ^ X XVI X ' X 1 ' ri ' X ' A GG Cl CTX ' Cr CAATTC 

GTGTTGCCTTTGAGCTTGTTACTGGGGG^ 

GCUIt^TCTTATTTGAACXXIUUUTAGAA^ 

inTCCCTASCACTATCGCCXjlTrC^ 

ATA1TX\AA^CAT1X.T1HSCTTATAG1T^^^^ 

TTAGCA STC I' nTA GGAGG G ' lTriGTX " X ' A GGGGCGTCAGGGG CX^ 1 1 A ' X ' XTUA GC G lU ' X 'X TCA AAA 

GATCTAA 

HPC091 

ATGGGTAATCATTTTTCTAAATTAGGATTTGTTTTA^ 
CCTACATGACTGGGGTGAGTTOrGGC ^ 

TATCGCTGAAATGCTATTAGGGCAAAGCACGCAAAAAAATGTAATAGAAjGCCTTT^ 
Q CGCTGGAAATAOGCAGGG AXTX XUCXUA TTTCTGGGCCATrAATACT(^ 1 1 > 

ATTATTTCGTGAGTGTTAGTITTAAT^ 
~ AGGGTTACAATCCATAGGGCTTTTGAGCGTTTTATTGATAACCG 

yi3 

0] HPC094 

ATGAAAAAGATTATTCTTGCATGCCTTATGGCl"rin^ M X 
;«* Al^ACAAAACAAACACCCAAAAAGGCTATC^ 
H AGCGGATTTAGTGGC\71U'lAl*rAGCGU 

L ; ; t TCCAGTGAITCGCAAACGATTAACTTAAAAACCGATGACTTGGJ^ 
r AAG GGATC IACTaCRCCftGAGTAAGGATTAATC^^ 
GCAGTTTTOCACCTTAATGCCXAMCrrTTCT 
GCGATGCCTATAGAAAGGATTTTAAAAGCGTATTCTGTCCCGG^ 
ACGCTTTCAAACCTAAAGTGCAAATCACTTTTGATAACAACAGG6A 
TGCTTATGCCAGAGTGCTAACCCCTAGCGATGAAGAAAAAC^ 
GKATCACACGCATTAGAGTGGTTGTTAGCGCAAG^ 



11 



■A AAAAGAAXAAGAATTTTGCTATCAOGOGCTTGCAATCTTTGCTTTATAA 
:!! AGGCAATACGGGGTTATAA 



KPC095 

ATGGCATTAAGGGTATTGTTATTCTTTTGTTTTT^ 

AACAAATGGClTl^lXiGATAAAAAACT 

CCAA ATTT ATACCGAAAAAGAGAGCGTGAGGCAGG^ 

AGCACCTTAGAGCACACCTTAAAGGCTTTAGAATCCCAGCAAAAAA 

TGATAGAGCGCCCCAATATCCCCAATATCCCT^ 

OLTCrnTTTAAAGCATCAAAGTCTTAAAAAAAACCAAACT 

CIUUVAAATCAGTGGCAOSCCTTGGATAAAAGCGTGAAACT 

TGCAAGGGGCTCAAAACATTTTAAAAACCACGATTCGGATTT^ 

TCAAGTTAAAAACCAGCTTTTTAAATTGATTTATGTG'l"!' YrrAGCAGCCCTTTTGAGCGTGGTG 1 lUt g CTT GG ATTTTAAAA 

AT CATTT CCAGTAAATAC^TTGAAAATAATGAGCGCGTCTAT^ 

TCATTTTAATCTTTCTTTTTTCTTATTTAGAGAATGTTAC^ 

GMTGOGATGAAAGATTTATTCATG^ 

GTGb GTAT CGCTAAGGGGACGGATAU'l'riTATTGGCGA 

TAACCTTTACCACTTACACGAACAACAGGAGAGCGGGCCGGATTAT^ 

TGCTAATPICRGCCATTTTGGGATGAAAACGGTTTGGGATGGOGTGG A T 1 1 1 ' lXXX^TlA CATTTGATTCrGATTTTAAAAAA 

GCTTCTAAAAfTTOCGCrrCAATATOKrTACGGAATTC 

GCGACCGGTATTCTTTAAGGAGTTTGAGTGTGAAGCCT 

CTGCTATCARACCAATTCGTATGCGACCAl ^ 

GAAAATATCCATATCGCTTATACGACCAGCAAG'ri'GCl TAAAGTGGATGCTGAT X ' X ' 1 ' , XTA GGCGATC G , X , ' X ' X " X , G GGAATAAAA 
GGGAACAAAAATGA 

HPC099 

ATCC CGGAAAATTCTAAACTACAACCTGCTAAGTTAGGGAAAAAT l ' X ' X ' XU 'CT 

TITC TCTX^IT CrgrcrCTA a ' l ' Grf A CACT GG TT G ATTT A I X I X " X ' XA TTTGAACACAGAGAAGA TX " X " X * X 1 1 CCTTCAAAACC 

CAAGCTTGTTAAATTAAATCCTGAAAATTTATTGGTTTTA 

GCTCCTAAACCCACGCTGGCIGGCCCC^ 

TAGAAAACXXTAAACCTGAGCCTAAACCTAAGCCAAAAC^ 

AGTGGAAAAAGTGGAAGAGAAAAAAATAGTAGAGGAGAAAAAAGAAGAGAAA 

GTAGAGCAGAAAAAAATAGAAGAGAAAAAACCTGTCAAAAAAGAATTT^ 

TTGCGCCACCCAGAAAAGAAAATAATAAAGGCTTAGA 

TGGGGATTTAGGCACAGCCGAAAAAGATTTCAT^ 
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Figure 14 

TACCCTCAAGTAGOSGOTAm 

ATCTTAAAATCATCATTGGCTCTGAAXATAAAATGCTTt^ 

CCCACGCCCTAAAACTAAAACCCTCAT^^ ^™ 
HPC101 

ATGAAAACAAACCGCCTTTTTAAAATST^^ 
ATAAA GAAAAAAA<XSACGCTTTAGAAGT^ 

TGGATCTGTGC^TTCTAAAGGGAAATATCAAGGCTATGATGTGATCATOCSCTAAACCSC^ 
CAAAATAAGATTGAGTTTATTCCC^^ 

CTAATTTCACGCGCACrAAAGAAAGAGAAAAAGTaST GG ATTTCGCT 
TOUUVGATGGGffTCATTAAAJUlTATAGAAGAGTTGAA 

TTCACTAAAAATTACCCCAATATCAAACITTTGAAAT^^ 1 1 1UUA G CCITTTTA AATAATAAGC 

CCACCGCTCTAGCCCATGACAACACTTTATTGCrOGCTTCGGOGAAACAACACC^ 

TGGC GATAAA GATCTGATCGCTCX3U3<^TTAAAAA 

CTCAlA^iiiGOGACriVrAAAAAiGAAGCTTATCA^ 

HPC107 

ATCAAAAACACCaj^ 

TCAAATCGGC^^ 
<^OGTGOT 

AAA TTTTC AATACTAATACAACTGTTGGCAACAACAAOGCAGAATTAACCCA^ 
ACGCTTTCAACCGAATAAAAACGCTTATAGCGTTCA^ 
AATAGTAATAATGGCAGCAATAATGGAGTCGraTCCTGAATATGTAG 
Q TCAGTCTCTTAGCCAOGGAGAGTCTOMWGCTTCTAAACGCGCTTACAAG 
~ AGGC^TTAGCCOUUITGCA^ 

m TGGCTTTGGCATTCAAATGGCCTA IVATiXA T 
GCAATATCITTAGAAGG G T l ' inU 'ACOi^TatCT^^ » » * 



w 



G< ^ TOTC TTTAGAAGGGTTTCT 

GGATAGCTCTTTAAGAGGTCAAATTGAGAATTCGTTTAAAGAATACCCCACTCCCACAAAT^ 
GGCTTAAGGGCTCATTTTGCCAGCACCATGCACCGCCG 



pi HPC110 

TTTACA AAGA TTATOAAGAGAflTTAGAGGGCTTGTGAAAAAACACCCCAAG 
MGTTGCGTGCAJUSAAA^ 

TTGGTGGAAATATTCAGGATTAACAATAGCGACAAGTTTAT^ 
GA£OTAfiAA CAAGAAAAACAAAAGACAGAACAAGA 



HPC117 

□ ATGCCATACGCCTTAAGAAAAAGATTTTTCAAAGGCCTTGCGCra 
CJ AAAGCTATO^^ 

T : CTTGATGTTGCAAAATCAAATCTTTTCTTTTGTTTCTCAATACGM 
AAAGAAAJ^CCCIUYI^ 

CTACTTATGTGCCTACGGTGAATAGAACGCAATTAGAA 

GJ^TGACTATAAAGAGCAATTAAGCATGCTCAOGGCTTTCATTAGCCCT^ 
C ^ TA 55f^AAOGCTTGAGGCAA^ 

^ CCAGTTTT ^ 

AAGCGGCC^TOTCCTTTCTCAAATAGG 

TCTTTACTCTTACTCACCCAGCCT^^ 

TAGAATACCCCTCCTTATTGGAGAGCGATTTAAGGCATGATT^ 
AAAC ACAC TAGATCCGCATTTTAAAAAATCTTTTO^A 

CAGGCTTTAGGGTATTCTTTTGAGCCGATAAAAAATCAAAGOGGAACAAAAAA 
HPC129 

ATTTAGCTTATCGTCCTAAGGCTGAAG^ 
COTCATTGAAA^^ 

^CGAI^TOT^ 

AGA1 x i.^ a ATGATAACGGCGTGGCGAGCTTGCAAAAGCGCGATAAACCCTATGCAG CTTAT 
HPC132 

ATGAAAATTTT AAGTTT ATGGTT AGGG G X 0 1 1'I'lXilU'l XrCTTAAGGCTACGCCTTATTTATACTTGCGCGAAGAGCCTAAAT 
A^AAGGAGAATTTCACGCATTTTGAATACG CTAACCCTAACG CTAGAAAGG<XX3GTGTTITGAGGAATGACGCCATAGGGAC 
TTTTGATAGCCTTAACCCTTGA 

HPC137 

^i^ff 1 ^TOATAAOCATTTm 
ATG<rrTTCAGTGTTATCACCACTAAAGAAATTAACG^ 
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Figur 1 4 

»GGUlUllUJUVAGTACaAGC^TGCGTTTTATTTT» 
TACGATAACAATCCTAATAGCCCTAACAAT^^ 

ATCCCCGG C X 1 1 U IL H Ai 1U.H1 lW CTAATGCTCGCACAAACRATTCCAATAAICCTRCTAACA^AgTOn^S^«?SS?? 

T«CAGTAGTTCCAATAGO«XACTAATC^ 

^^CAA««A«AA^^ 

HPC149 

TCl'CL ^ — ^*** ww * Wi * * J. 1AGGGG 



ATCAAAATCCGCTTGTTGftA^^ ^^ >UWWiAGM 



^^OTGAACACCAOGCTGAAAG^ 

fcCACCAAAACAGAA 

AmA^WAACOCTTTTAAI^TAACCATACOA^^ 

CATATTCTITrACCTTTATTCAATCACAACCCTCAAGACCTrGTAGCGGCTTTG Al&Ul 1 1 iiTlirCCRTTCa^^^r 
^^TCACpAAAACAG^COATTTGTT^ 
CaASAOLhA^TC«3W^TTTATA^ 

***CCGACXTTAGAATATTTGCAICCCTTTAOCCATAAGGAAAATTTCrT»CCOOTTGAACCC^ 
OOAAAGTA^CAWTCTTW 

"TTOTGC^TCATAWWASCC^TCATGCTerrX^ 
L« AATa^TTCfflUUSCCGTTTCTAGCACCTTCT^ 

U CT^RCATGCCAAgCATTTTCAAAATCTTTCAAACCTATT C IIjGl 1 !<»GATTTIAGAGGCOSAATCCTLAAAOCgTTCQf^TOn 

- ! ^^ttgtagaaatcaxt^^ 

^ HPClfil 

U CTTCCSCTGAAAAAAAICU.1 l^l^ll^lOl^lXAKOTTGGCITTTTTAACCGCAAATC 



AOGCCrTATATCTATAATTGGCCCTAC 



Q HPC169 



HPC172 

CGATATGATAAAGGGTTTGAAAAAGA' 

"^GAAT^TAATCGTGAAGCG^ 
AAMCTTT^TOTACTCTAAAG^^ 
GTCAM^AAOLA^TCTTARAAAAGCTT^^ 

OSCTCTAGCAGCGTTTIATARTGAGGGTRAGGGOGTAGCAAASSATGAAAAACAAAOGACAGAAA 

AAGCTAGGATTAAAAGAAGCATGgGAT&TTffVfr r~* * ^ ft ^^^^^"Q^ACGACAGAAAACCTTGAAAAGAGTTCC 

HPC174 

ATCAAAAAAITOTTT^^ 

TTTTMGGCC^ATTIGCAAGG^ 

CAAAGGCTTTCATGCGCTO 

CCTWG^ACTC^A<MCTTAAAAACCCTAACTATAACAGC G AA(m^C^ 

C«A«C^CTTTGAAGGCATmA<7^^ 

TGCGGGCTOCTTA^TCTTAAAGCArTCCA^ 

C»CTCWLAAAAATTT(^TATAGGGTTTAGGCGCGTC»ATTCG^ 

HPC176 

TWTAAG GCCA ATAGGftCrrTCAAAAGGGCrTTTTATCTCTCTATG^ , 
^T^CCTTTGAAGAAAAOC^TATATTTGTTTATGGCATTGAT^^ 
GA^AC»CAAATIGTCAATrCTGAWCTGTTGTX«»TA^ 
AAAATTCTTTGAGGGATCGCAAGGATCAAITAATC^ 
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Figure 14 

TGAAAATATCAGACAATTCGTAGATAAAGTCCGACCAGAACCTATCACT 
AGTCCCTTAACGAGATTAGCATTTTTCATTACCATCAAAATCACACCG 

HPC180 

ATGAAAACCTTTAAAAACCTGCTCTGTTTTACCCTGATCCC^ 

GGGCttTTAACAGCTACACCACXAAAAAGCTTAATGAAATCAAG^ 

TACOWrrTATAACGCTAATGGCATGCTCAlTAACATTC^ 

A GCGAG TTAAAAAACCCTATTTATGGOGTGAGCG'1'G l^UXjGGGATTTAGTOGATAAAAATAATATTGAAAAAgGCTATtt 

ACTTTAAAACAGACACTOGATT^^ 

"TTOrGGCGAATGAaOTTCTTTTGAr^^ 

<X!CAAAAACACCAATAGGCATTCTGTTTTATTG6TACjAAAAAGAG 

TAGAAGAACTCACCATCATCAAACAGGCnTATAC^^ 

CTATGATACAAGGCTAACGGACAGCTATGAAAACGCTAAAAGCGAATGC^^ 

TTACAAGAAATGAGAAAACATTCTAAAGGATATGAGCGOGTTGAAAAGCA GG T XSG XTI ' l ' ^A AGAACAATAAAAAQlCtGACT 
TCAACGAATTGCCTAAGTATTTTAACAAOGCTAAGAAGTATTAA 

HPC187 

i igiai 1 1 1 iTMrTOOTcriTriT 

TCCGAGAA CCCCG IUUUTlCTCCCACAAAA^ 

x axwaCAAATTTTAGACGGGATAATCI T I'U. JWI TUA.ICI 1 11 i lUlXACGCATTTAGAAGATTTGACGCATTATTT 
AAACCTTCCTCAAAOGCTAGGTTALl'llA/lti , ri''lXiCC 1 IU1 1W1 lUUU ' A CCGATTCAAAGCGTTTTAGCTTTACCCATTAGC 
TACTACACCACCATG^TTTGGATAAGGAATTTC 
(WTlATCGCTCAClXiAAG^ 

TAGCTCA111 1 1'lVlXXI^lUUUiTn-rATGATATTACCT^ 
ACCCCCTTGAATAATAGGGATTTGGAGAGTCAAATTGACAGCATGATG^ 

TGATGCACGCTAGCAAGAGGGATGGGCGTTTGAATGUj 1 A'1TX'1X»GGGGCTTGGGTAAAAACAAGCGGGTGGTG Vll^'lT'l** & 

CACTTTGATrTCTAAAGTTGGGACAGAAGGGCrTTT 

^TGAA^^ 

GCTTTAATG TCTCACA AACGCCAGCX^GTTTGA 
TTTCMCGGGTTTTTTAGCCX3AAAGAATGAATA 

HPC189 

TTGGAATCCTATGGGTTGGCTTGCTXnXaACCGCAGGATTATT^ 

TTAGTTCAAGATATCAAAGATCCCAACAAAAAAAAGAA^ 

TO^AAAAGCCGACTTGAAAGTCGCAAAAAAGACAT^ 

AATOUX3AACGCATGAAAGC3ACAATTGAAAGAAGCCCATGAA 

CAAAACAAGGAGCATGCAATGAAGAATGA 

HPC191 

GATCAAAAAACGGCTCAAAAAATGCTOGCTGATTTGAGCGTGC3TAGGGGCCT 
CTCAAAGCCCTTATT^CAGAAGCAACAACTAT^^ 
CATCGG^GTA^TTTTXATGACTTTTATGAT^ 
^TTACTTGATCITAGAAAATTAC^T^ 

ATACGCCTACTGATGATGACAGAGAOGATAAGGACGATAAATCCTTGCAGCAGGCAAA^ 

»AMTCAG»AAGGCACTCAAACC^ 

«GCTTTOCCA^ 

GGCAAATCAAAGAAATGAAGOUIGATGGGGCGAGTCC^^ 

CAAATTAGACAATAATCTCAACCAATTAGACAATGACTTAAAAGATCAAAAAGGGCTTT 
GMAAAGCCCTAGAOU^XTTGCAACAATTAAGCCATAGCA^^ 
ATGGCGATGATAGACACGATTTGAATGATCCGATGAATAACre 
GGACAACACCCATGCAAATGACAGCAAAGATCAAGGGAGTAACGCAC^ 

ACTCACACOGACGATACTCACACOGACACTAACACCACAAACGATACCAGCACTACTGACACCCCCA^ 

CTAGCGG CAACAATACCGG CGATATGAATAACACGGACACCGGCAATACTGATAAOGGTAACACTGATGATATAAG CAACAT 

GAACAACGGCAACGATGATGCGGGl^CGCTAATGACGACATGGGT^ 

AAOGACATGAAGGATGACATG 
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HPN165 

ATG AAA CAA TIT AAA AAG AAA CCA AAA AAG ATA AAA CGA TOG CAT CAA AAT CAA AAA ACA ATC TTA 
Met Lys Gin Phe Lys Lye Lys Pro Lys Lys He Lya Arg Ser His Gin Asa Gin Lys Thr lie Leu 

AAG CGT CCT TTA TGG CTT ATG CCT TTA CTG ATT GGC GGG TTT GCT ACT GGG GTG TAT GCG GAT GGA 
Lys Arg Pro Leu Trp Leu Met Pro Leu Leu He Gly Cly Phe Ala Ser Gly Val Tyr Ala Asp Gly 

ACA GAC ATT TTG GGG CTT ACT TGG GGG GAA AAA AGC CAA AAG CTA TGC GTG CAT CGT CCA TGG TAT 
Thr Asp He Leu Gly Leu Ser Trp Gly Glu Lys Ser Gin Lys Val Cya Val His Arg Pro Trp Tyr 

GCT ATA TGG AGT TGC GAT AAA TGG GAG GAA AAA ACA CAA CAA TTT ACA GGA AAC CAA CTC ATC ACA 
Ala He Trp Ser Cya Asp Lys Trp Glu Glu Lys Thr Gin Gin Phe Thr Gly Asa Gin Leu He Thr 

AAA ACT TGG GCA GGG GGT AAT COG GCT AAC TAC TAC CAC TCT CAA AAC AAC CAA GAC ATC ACA GCC 
Lys Thr Trp Ala Gly Gly Asn Ala Ala Asn Tyr Tyr His Ser Gin Asn Asa Gla Asp He Thr Ala 

AAT TTA AAA AAT GAT AAC GGC ACT TAT TTT TTA AGC GGT CTG TAT AAC TAC ACC GGA GGG GAA TAT 
Asa Leu Lys Asa Asp Asn Gly Thr Tyr Phe Leu Ser Gly Leu Tyr Asn Tyr Thr Gly Gly Glu Tyr 

AAT GGG GGG AAT TTA GAC ATT GAA TTA GGC AGT AAC GCT ACT TTT AAT CTA GGT GCG AGT AGT GGG 
Asn Gly Gly Asn Leu Asp He Glu Leu Gly Ser Asn Ala Thr Phe Asa Leu Gly Ala Ser Ser Gly 

A.^l AAT AGC TTC ACT TCT TGG TAT CCT AAT GGG CAT ACT GAT GTT ACT TTT AGC GCT GGG ACT ATC AAT 

^ Asa Ser Phe Thr Ser Trp Tyr Pro Asa Gly His Thr Asp Val Thr Phe Ser Ala Gly Thr tie Asn 



fas? 



GTG AAT AAC AGC GTA GAA GTG GGC AAT CGT GTG GGA TCG GGA GCT GGC ACG CAC ACC GGC ACA GCC 
Val Asa Asn Ser Val Glu Val Gly Asa Arg Val Gly Ser Gly Ala Gly Thr His Thr Gly Thr Ala 

Dp ACT TTA AAC TTG AAC GCT AAT AAG GTT ACT ATC AAT TCC AAT ATC AGC GCG TAT AAA ACT TCG CAA 

^ Thr Leu Asa Leu Asn Ala Asa Lys Val Thr He Asa Ser Asa He Ser Ala Tyr Lys Thr Ser Gin 

H : 67(5 AAT GTA GGC AAT GCT AAC AGC GTT ATT ACC ATT AAT TCG GTT TCT TTA AAT GGG GAT ACT TGC 

^ Val Asn Val Gly Asn Ala Asn Ser Val He Thr He Asn Ser Val Ser Leu Asn Gly Asp Thr Cys 

£0 AGT TCT TTA GCT AGG GTG GGC GTA GGG GCT AAT TGC TCC ACT TCT GGG CCT AGC TAT TCT TTT AAA 

s Ser Ser Leu Ala Arg Val Gly Val Gly Ala Asa Cys Ser Thr Ser Gly Pro Ser Tyr Ser Phe Lys 

GGG ACG ACT AAC GCT ACT AAC ACG ACT TTT AGC AAT TCA AGC GGC AGT TTC ACT TTT GAA GAG AAC 
M Gly Thr Thr Asa Ala Thr Asa Thr Thr Phe Ser Asn Ser Ser Gly Ser Phe Thr Phe Glu Glu Asn 

J!! 000 ACT TTT AGC GGG GCG AAA TTA AAT GGG GGG GCA TTC ACT TTC AAT AAA AAG TTT AAC GCT ACC 

Q Ala Thr Phe Ser Gly Ala Lys Leu Asn Gly Gly Ala Phe Thr Phe Asn Lys Lys Phe Asn Ala Thr 

H AAT AAT ACC GCT TTT AAT AGC GGT AGT TTT ACT TTT AAA GGC ACA AGC TCT TTT AAT GGT GCG AAT 

?** Asn Asn Thr Ala Phe Asa Ser Gly Ser Phe Thr Phe Lys Gly Thr Ser Ser Phe Asn Gly Ala Asn 

^ TTT AGT AAC GCT TCC TAT ACT TTT AAT AAT CAA GCC ACT TTC CAA AAC AGC TCC TTT AAT GGG GGG 

Phe Ser Asn Ala Ser Tyr Thr Phe Asn Asn Gin Ala Thr Phe Gin Asn Ser Ser Phe Asn Gly Gly 

ACT TTT ACT TTT AAT GAC GAG ACC AAT CAA AGC ACC GAG CAC CCC CAA ATT CAA AAC AGC TCT TTT 
Thr Phe Thr Phe Asa Asp Gla Thr Asn Gin Ser Thr Gin His Pro Gin He Gin Asa Ser Ser Phe 

AGC GGC AGT GCT ACC ACT CTT AAG GGT TTT GCG ACT TTT GAG CAA GCC TTT AAC AAT TCA AAC CAC 
Ser Gly Ser Ala Thr Thr Leu Lys Gly Phe Ala Thr Phe Glu Gin Ala Phe Asn Asn Ser Asa His 

CAA CTA ACG ATA CAA AAC GCT TCC TTT AAT AAC GCT ACT TTC AAC AAT ACC GGT AAA ATC ACT ATA 
Gin Leu Thr He Gin Asn Ala Ser Phe Asn Asn Ala Thr Phe Asn Asn Thr Gly Lys He Thr He 

GAA AAA GAT GCG AGC TTT AAT AAC ACT TCG TTC AAC ACT CCT GTT GAT ACA AAC AAC ATG ACT ATT 
Glu Lys Asp Ala Ser Phe Asa Asa Thr Ser Phe Asn Thr Pro Val Asp Thr Asa Asa Met Thr He 

AGT GGT GGC GTT ACT TTA AGC GGT AAA AAT GAC TTG AAA AAT GGT GCA ACC CTT GAT TTT GGG AGT 
Ser Gly Gly Val Thr Leu Ser Gly Lys Asn Asp Leu Lys Asa Gly Ala Thr Leu Asp Phe Gly Ser 

TCT AAA ATC ACT CTC ACT CAA GGG ACG ACT TTC AAC CTC ACA AGT TTA GGC AGT GAG AAG AGC GTA 
Ser Lys He Thr Leu Thr Gla Gly Thr Thr Phe Asn Leu Thr Ser Leu Gly Ser Glu Lys Ser Val 

ACG ATT TTA AAT TCT AGA GGT GGG ATC ACT TAC AAT CAT CTT TTA AAC CAT GCG ATC AAT AGC TTC 
Thr He Leu Asn Ser Arg Gly Gly He Thr Tyr Asn His Leu Leu Asn His Ala He Asa Ser Leu 

ACA AAC GCC CTA AAA ACG AAC GAA AGC TCT TCA AAA CCG CAA AGT TTC GCT CAA GGT' TTG TGG GAT 
Thr Asn Ala Leu Lys Thr Asn Glu Ser Ser Ser Lys Pro Gin Ser Phe Ala Gin Gly Leu Trp Asp 

ATG ATC ACT TAC AAT GGG GTT ACC GGG GAG CTT TTG AAT GAA AAC GCT GCA ACA TCT AAA CCC ACT 
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Figure 15 

Hec lie Thr Tyr Aan Gly Val Thr Gly Gin Leu Leu Asa Glu Asn Ala Ala Thr Ser Lys Pro Thr 

GAC TCT TCG CCC TCT AAA TCC TCT ACA AAC TCT ACG CAA GTC TAT CAA GTG GGT TAC AAA ATA GGG 
Asp Ser Ser Pro Ser Lys Ser Ser Thr Asn Ser Thr Gin Val Tyr Gin Val Gly Tyr Lys lie Gly 

GAT ACT ATC TAC AAA CTG CAA GAA ACT TTC AGC CAC AAT TCC ATT ATT ATT CAG GCT TTA GAG AGC 
Asp Thr lie Tyr Lys Leu Gin Glu Thr Phe Ser His Asn Ser lie lie lie Gin Ala Leu Glu Ser 

GGG ACT TAC ACG CCA CCC CCT GTC ATT AAC GGC TCC AAA TTT GAC TTA TCC GCT TCA AAT TAT ATC 
Gly Thr Tyr Thr Pro Pro Pro Val lie Asn Gly Ser Lys Phe Asp Leu Ser Ala Ser Asn Tyr He 

AAT GCT GAC ATG CCT TGG TAT AAC CAT AAA TAT TAT ATT CCT AAA TCC CAA AAT TTT ACA GAG AGC 
Asn Ala Asp Met Pro Trp Tyr Asn Kis Lys Tyr Tyr Zle Pro Lys Ser Gin Asn Phe Thr Glu Ser 

GGG ACT TAT TAC TIG CCG AGC GTT CAA ATA TGG GGG AGC TAC ACT AAC TOG TTT AAA CAA ACC TTT 
Gly Thr Tyr Tyr Leu Pro Ser Val Gin Zle Trp Gly Ser Tyr Thr Asn Ser Phe Lys Gin Thr Phe 

AGC GCA AGT AAT AGC AAT CTG GTG ATT GGG TAT AAC GCA ACA TGG ACT GAT CAC AAT GTT TCT TCT 
Ser Ala Ser Asn Ser Asn Leu Val lie Gly Tyr Asn Ala Thr Trp Thr Asp His Asn Val Ser Ser 

AGC GAC ACG GTG GCT TTT GGG GAC ACT TCA GGG AGC GCT CTT AAT GGG CAT TGC GGG CCT TGG CCC 
Ser Asp Thr Val Ala Phe Gly Asp Thr Ser Gly Ser Ala Leu Asn Gly His Cys Gly Pro Trp pro 

TAT TAC CAA TGC ACA GGC ACG ACT AAC GGC ACT TAT AGC GCT TAT CAT GTC TAT ATC ACA GCG AAT 
Tyr Tyr Gin Cys Thr Gly Thr Thr Asn Gly Thr Tyr Ser Ala Tyr His Val Tyr He Thr Ala Asn 

CTG GGT TCT GGC AAT CGT ATA GGC ACC GGT GGG GCA GCC AAT CTA ATC TTT AAT GGG GTA GAT AGT 
Leu Arg Ser Gly Asn Arg He Gly Thr Gly Gly Ala Ala Asn Leu Zle Phe Asn Gly Val Asp Ser 

ATC AAT ATC GCT AAC GCT ACC ATC ACG CAA CAT AAC GCC GGG GCT TAT TCA AGC TCT ATG ACT TTT 
Zle Asn Zle Ala Asn Ala Thr Zle Thr Gin His Asn Ala Gly Ala Tyr Ser Ser Ser Met Thr Phe 

TCC ACG CAA AAC ATG GAC AAT TCG CAG AAT TTG AAT GGC CTA AAT TCT AAC GGC AAG CTT TTG GTG 
Ser Thr Gin Asn Met Asp Asn Ser Gin Asn Leu Asn Gly Leu Asn Ser Asn Gly Lys Leu Leu Val 

TAT GGC ACA ACT TTC ACT AAC CAA GCC AAA GAC GGG AAA TTC ATT TTC AAT GCA GGG CAA GCG ACT 
Tyr Gly Thr Thr Phe Thr Asn Gin Ala Lys Asp Gly Lys Phe Zle Phe Asn Ala Gly Gin Ala Thr 

TTT GAA AAC ACC AAC TTT AAT GGA GGG AGT TAC CAA TTC AGC GGC GAT AGC TTG AAT TTT TCA AAT 
Phe Glu Asn Thr Asn Phe Asn Gly Gly Ser Tyr- Gin Phe Ser Gly Asp Ser Leu Asn Phe Ser Asn 

AAC AAC CAG TTC AAT AGC GGT TCG TTT GAG ATT GGC GCA AAA AAT ACT ATT TTT AAT AAC GCT. AAT 
Asn Asn Gin Phe Asn Ser Gly Ser Phe Glu Zle Gly Ala Lys Asn Thr Zle Phe Asn Asn Ala Asn 

TTT AAC AAC AGC ACT TCT TTT AAT TTC AAT AAT TCT AGC GCG ACC ACT TOG TTT GTG GGG GAT TTC 
Phe Asn Asn Ser Thr Ser Phe Asn Phe Asn Asn Ser Ser Ala Thr Thr Ser Phe Val Gly Asp Phe 

ACT AAC GCT AAT TCA AAT TTG CAA ATC GCT GGG AAC GCT GTT TTT GGG AAC TCT ACT AAT GGC TCT 
Thr Asn Ala Asn Ser Asn Leu Gin Zle Ala Gly Asn Ala Val Phe Gly Asn Ser Thr Asn Gly Ser 

CAA AAT ACC GCT AAT TTT AAT AAT ACC GGC TCT GTT AAT ATT GCA GGG AAT GCA ACC TTT GAT AAC 
Gin Asn Thr Ala Asn Phe- Asn Asn Thr Gly Ser Val Asn Zle Ala Gly Asn Ala Thr Phe Asp Asn 

GTG GTA TTT AAC AGC CCT ACG* AAC ACG AGC GTG AAA GGG AAA GTT ACT CTC AAT AAC ATC ACT TTA 
Val Val Phe Asn Ser Pro Thr Asn Thr Ser Val Lys Gly Lys Val Thr Leu Asn Asn Zle Thr Leu 

AAA AAC TTG AAC GCT CCT TTG TCT TTT GGC GAT GGG ACG ATT GTT TTT AGC GCT CAT TCG GTG ATT 
Lys Asn Leu Asn Ala Pro Leu Ser Phe Gly Asp Gly Thr Zle Val Phe Ser Ala Kis Ser Val Zle 

AAT ATT GGT GAA GCT ATC ACA AAT GGC AAC CCT ATC ACC CTT GTA AGC TCT TCT AAA GCA ATT GAA 
Asn Zle Gly Glu Ala Zle Thr Asn Gly Asn Pro Zle Thr Leu Val Ser Ser Ser Lys Ala Zle Glu 

TAC AAC GAC GCT TTC AGT AAA AAT CTA TGG CAG CTC ATC AAC TAC CAA GGG CAT GGG GCT AGC AGT 
Tyr Asn Asp Ala Phe Ser Lys Asn Leu Trp Gin Leu Zle Asn Tyr Gin Gly His Gly Ala Ser Ser 

GAA AAG CTC GTT TCT AGT GCG GGT AAT GGC GTC TAT GAT GTG GTG TAT TCT TTC AAC AAC CAA ACC 
Glu Lys Leu Val Ser Ser Ala Gly Asn Gly Val Tyr Asp Val Val Tyr Ser Phe Asn Asn Gin Thr 

TAC AAT TTC CAA GAG GTT TTT TCA CCC AAC AGC ATT TCT ATC GGG CGT TTG GGC GTT GGC ATG GTG 
Tyr Asn Phe Gin Glu Val Phe Ser Pro Asn Ser Zle Ser Zle Arg Arg Leu Gly Val Gly Met Val 

TTT GAT TAT GTG GAT ATG GAA AAA TCG GAT CGT TTG TAT TAT CAA AAC GCT CTC GGT TTT ATG ACC 
Phe Asp Tyr Val Asp Met Glu Lys Ser Asp Arg Leu Tyr Tyr Gin Asn Ala Leu Gly Phe Met Thr 
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Figure 15 

TAC ATG CCT AAT AGC TAT AAC AAT AAT TTA GGG AAT TTA AAC AAC ACC ATT TAC TAT TAC GAC AAC 
Tyr Met Pro Asn Ser Tyr Asn Asn Asn Leu Gly Asn Leu Asn Asn Thr lie Tyr Tyr Tyr Asp Asn 

AGC ATT GAC TTT TAT GCG AGC GGG AAA ACT CTA TTC ACT AAA GCG GAA TTT TCT CAA ACG TTC ACT 
Ser lie Asp Phe Tyr Ala Ser Gly Lys Thr Leu Phe Thr Lys Ala Glu Phe Ser Gin Thr Phe Thr 

GGG CAA AAC AGC GOG ATC GTT TTT GGG GCT AAA AAT ATA TGG ACG AGC GTA AGC GAT GCC CCG CAA 
Gly Gin Asn Ser Ala lie Val Phe Gly Ala Lys Asn lie Trp Thr Ser Val Ser Asp Ala Pro Gin 

TCT AAT GTG ATC ATT CGC TTT GGG GAC AAT AAG GGA GCA GGG AGT AAT GAT GCG ACT GGG CAT TGC 
Ser Asn Val lie lie Arg Phe Gly Asp Asn Lys Gly Ala Gly Ser Asn Asp Ala Ser Gly His Cys 

TGG AAT TTG CAA TGC ATA GGC TTT ATC ACA GGG CAT TAT GAA GCG CAA AAG ATT TAC ATC ACC GGC 
Trp Asn Leu Gin Cys lie Gly Phe lie Thr Gly His Tyr Glu Ala Gin Lys lie Tyr lie Thr Gly 

ACT ATT GAA AGC GGG AAC CGC ATT TCT AGC GGT GGG GGC GCG AGC CTT AAT TTT AAC GGG CTT CAA 
Ser lie Glu Ser Gly Asn Arg He Ser Ser Gly Gly Gly Ala Ser, Leu Ash Phe Asn Gly Leu Gin 

GGC ATT CTT TTA ACG AAC GCG ACT TTG TAT AAC CGC GCC GCT GGC ACG CAA AGC TCT TCT ATG AAT 
Gly He Leu Leu Thr Asn Ala Thr Leu Tyr Asn Arg Ala Ala Gly Thr Gin Ser Ser Ser Met Asn 

TTT GTT TCT AAC AGC GCG AAC ATT CAG GCT CAA AAC TCC TAT TTT ATA GAC GAT ACC GCA CAA AAT 
Phe Val Ser Asn Ser Ala Asn He Gin Ala Gin Asn Ser Tyr Phe Zle Asp Asp Thr Ala Gin Asn 

AAA GGC AAC CCT AAT TTT AGT TTC AAC GCT TTG AAT CTG GAT TTT TCT AAC AGC TCT TTT AGA GGC 
Lys Gly Asn Pro Asn Phe Ser Phe Asn Ala Leu Asn Leu Asp Phe Ser Asn Ser Ser Phe Arg Gly 

TAT GTG GGG CAA ACG CAG TCT GTT TTT AAA TTC AAT GCC GTT AAT GCG ATC AGT TTC ACT AAC AGC 
Tyr Val Gly Gin Thr Gin Ser Val Phe Lys Phe Asn Ala Val Asa Ala He Ser Phe Thr Asa Ser 



TCT AAT TTA AGC TCT GGT TTG TAT CAA ATG CAA GCT AAA AGC GTG TTG TTT GAC AAT TCC AAT TTA 
U s *r Asn Leu Ser Ser Gly Leu Tyr Gin Met Gin Ala Lys Ser Val Leu Phe Asp Asn Ser Asn Leu 

AGC GTT TCA GTG GGG ACA AGC AGC ATT AAA GCC AAT GCG ATC AAT CTT TCT CAA AAC GCC TCT ATC 
Ser Val Ser Val Gly Thr Ser Ser He Lys Ala Asn Ala He Asn Leu Ser Gin Asn Ala Ser He 



AAT GCG AGC AAC CAT TCA ACC TTA GAA CTT CAA GGC GAT TTG AAT TTG AAC GAC ACC AGC TOG CTC 
Asn Ala Ser Asn His Ser Thr Leu Glu Leu Gin Gly Asp Leu Asn Leu Asn Asp Thr Ser Ser Leu 

^ AAC CTC AAC CAA AGC GCC ATT AAT GTT TCT AAC AAC GCC ACG ATC AAC GAT TAT GCG AGC TTG ATT 

bJ Asn Leu Asn Gin Ser Ala He Asn Val Ser Asn Asn Ala Thr He Asn Asp Tyr Ala Ser Leu He 

GCG AGT AAT GGC TCT CAC CTT AAT TTT AAC GGG GCG GTT AAT TTC AAT TCA GCG AAT ATT ACT ACG 
Ala Ser Asn Gly Ser His Leu Asn Phe Asn Gly Ala Val Asn Phe Asn Ser Ala Asn Zle Thr Thr 

AGT TTG AGT AGT TCC TCT ATC GTG TTT AAG GGG GCG GTC TCT TTA GGA GGG CAG TTT AAT TTA AGC 
Ser Leu Ser Ser Ser Ser He Val Phe Lys Gly Ala Val Ser Leu Arg Gly Gin Phe Asn Leu Ser 

( ~*v AAT AAT TCT TCT TTA GAT TTT CAA GGC TCT AGC GCT ATC ACC TCT AAC ACG GCG TTT AAT TTC TAT 

Asn Asn Ser Ser Leu Asp Phe Gin Gly Ser Ser Ala He Thr Ser Asn Thr Ala Phe Asn Phe Tyr 

GAT AAC GCT TTT TCT CAA AGC CCC ATC ACT TTC CAT CAA GCC CTT GAC ATT AAA GTG CCC TTG AGT 
Asp Asn Ala Phe Ser Gin Ser Pro He Thr Phe His Gin Ala Leu Asp He Lys Val Pro Leu Ser 

TTG GGA GGC AAC CTC TTA AAC CCT AAC AAC AGT AGC GTG CTG AAT TTA AAA AAC AGC CAG CTT GTT 
Leu Gly Gly Asn Leu Leu Asn Pro Asn Asn Ser Ser Val Leu Asn Leu Lys Asn Ser Gin Leu Val 

TTT AGC GAT f*a> f*r*n. *fin tt« »nrv* nrr *«p»i» r**T* irr* r-—n-* «•*-»»«« - 

Phe Ser Asp Gin Gly Ser Leu Asn He Ala Asn He Asp Leu Leu Ser Asp Leu Asn Gly Asn Lys 

AAT GGT GTG TAT AAC ATC ATT CAA GOG GAC ATG AAT GGT AAT TGG TAT GAG CGT ATC AAC TTC TTT 
Asn Arg Val Tyr Asn He He Gin Ala Asp Met Asn Gly Asn Trp Tyr Glu Arg He Asn Phe Phe 

GGC ATG CGC ATT AAT GAT GGG ATT TAT GAC GCT AAA AAC CAA ACT TAT AGT TTC ACT AAC CCT CTC 
Gly Met Arg He Asn Asp Gly He Tyr Asp Ala Lys Asn Gin Thr Tyr Ser Phe Thr Asn Pro Leu 

AAT AAC GCC CTA AAA ATC ACC GAG AGC TTT AAA AAT AAC CAA CTG AGC GTT ACG CTC TCT CAA ATC 
Asn Asn Ala Leu Lys He Thr Glu Ser Phe Lys Asn Asn Gin Leu Ser Val Thr Leu Ser Gin He 

CCG GGC ATT AAA AAC ACG CTC TAT AAC ATT GGC TCT GAA ATC TTT AAC TAC CAA AAG GTT TAT AAC 
Pro Gly He Lys Asn Thr Leu Tyr Asn lie Gly Ser Glu He Phe Asn Tyr Gin Lys Val Tyr Asn 

AAC GCT AAT GGC GTG TAT, TCT TAT AGC GAT GAC GCA CAA GGC GTG TTT TAT CTC ACG AGC AGC GTG 
Asn Ala Asn Gly Val Tyr Ser Tyr Ser Asp Asp Ala Gin Gly Val Phe Tyr Leu Thr Ser Ser Val 
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Figure 15 
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Figure 15 

Leu Leu Ser Asn Gin Val Ser Asn He Asn Val Thr Met Leu Asn Ala Ser Asn Gly Leu Lys He 

AAC GCC ACT AAT AAC AAT GTT TCC GTG TCT CAA GGC AAT CTC TTT ATC AAC GCT AGC TGC GTG CAA 
Asn Ala Thr Asn Asn Asn Val Ser Val Ser Gin Gly Asn Leu Phe He Asn Ala Ser Cys Val Gin 

CAA AGC GAT CCA ACG ACA GCT AGC GCC ACA AAC CCT TGC ACC ACC GCT CAA AAT AAC GCT TCT TCT 
Gin Ser Asp Pro Thr Thr Ala Ser Ala Thr Asn Pro Cys Thr Thr Ala Gin Asn Asn Ala Ser Ser 

AGT AAT GCG TCA AAC AAC GCG CCA ATC GCC TEA AAT AAT AAC GAT GAA AGC TTG GTG GTT ACG GCG 
Ser Asn Ala Ser Asn Asn Ala Pro Zle Ala Leu Asn Asn Asn Asp Glu Ser Leu Val Val Thr Ala 

AAT GGT TTC AAT TTT TCA GGC AAT ATT TAC GCT AAC GGG GTG GTT GAT TTT TCA AAA ATT AAA GGC 
Asn Gly Phe Aan Phe Ser Gly Asn Zle Tyr Ala Asn Gly Val Val Asp Phe Ser Lys He Lys Gly 

TCT GCA AAC GTT AAA AAC CTC TAT CTT TAC AAT AAC GCT CAA TTC CAA GCC AAC AAC CTC ACG ATT 
Ser Ala Asn Val Lys Asn Leu Tyr Leu Tyr Asn Asn Ala Gin Phe Gin Ala Asn Asn Leu Thr He 

TCC AAC CAA GCG GTA TTA GAG AAA AAC GCT AGC TTT GTA ACG AAT AAC TTA AAC ATT CAA GGA GCG 
Ser Asn Gin Ala Val lieu Glu Lys Asn Ala Ser Phe Val Thr Asn Asn Leu Asn He Gin Gly Ala 

TTT AAC AAC AAC GCC ACG CAA AAA ATA GAG GTG CTT CAA AAT TTA GTG ATC GCT TCA AAC GCT TCT 
Phe Asn Asn Asn Ala Thr Gin Lys He Glu Val Leu Gin Asn Leu VaX Xle Ala Ser Asn Ala Ser 

TTA AGC ACC GGG ATT TAT GGG TTA GAA GTA GGG GGG GCA TTG AAT AAT TTG GGA GCG ATC CAT TTT 
Leu Ser Thr Gly He Tyr Gly Leu Glu Val Gly Gly Ala Leu Asn Asn Leu Gly Ala He His Phe 

AAT TTA GAA AAT TCT CAA ACG CCT GTA AAT CCG CTC ATT CAA GTA GGG GGG ATC ATT AAT CTC AAC 
Asn Leu Glu Asn Ser Gin Thr Pro Val Asn Pro Leu Zle Gin Val Gly Gly Zle Zle Asn Leu Asn 

ACC ACC CAA ACG CCT TTT ATG AAT GTC AGC GTG GCT AAT GGC GGA ACT TAC ACT TTA TTA AAA AGC 
Thr Thr Gin Thr Pro Phe Met Asn Val Ser Val Ala Asn Gly Gly Thr Tyr Thr Leu Leu Lys Ser 

AGC CGT TAT ATT GAT TAC AAT ATC AAC CCT AAC AGC TTG CAA TCG TAT TTG AAG CTC TAT ACC TTA 
Ser Arg Tyr Xle Asp Tyr Asn Zle Asn Pro Asn Ser Leu Gin Ser Tyr Leu Lys Leu Tyr Thr Leu 

ATC AAT ATC AAC GGA AAC CAC ATA GAG GAA AAA AAC GGC GTA TTG ACT TAT TTG GGC CAA CGG GTT 
He Asn Zle Asn Gly Asn Kis Zle Glu Glu Lys Asn Gly Val Leu Thr Tyr Leu Gly Gin Arg Val 

TTA TTA CAA GAT AAG GGG TTA TTA TTG AGT GTA GCA CTA CCT AAC TCA AAC. AAC GCC TCT CAA AAC 
Leu Leu Gin Asp Lys Gly Leu Leu Leu Ser Val Ala Leu Pro Asn Ser Asn Asn Ala Ser Gin Asn 

AAC ATT TTA AGC CTT TCT GTC CTT CAC AAC CAG ATT AAA ATG TCT TAT GGT AAT AAA GTG ATG GAC 
Asn Zle Leu Ser Leu Ser Val Leu His Asn Gin He Lys Met Ser Tyr Gly Asn Lys Val Met Asp 

TTT ACC CCT CCC ACC TTA CAG GAT TAC ATT GTG GGC ATT CAA GGA CAA AGC GCA CTC AAT CAA ATT 
Phe Thr Pro Pro Thr Leu Gin Asp Tyr Zle Val Gly Zle Gin Gly Gin Ser Ala Leu Asn Gin Zle 

" GAA GCT GTT GGG GGG AAT AAC GCT ATC AAG TGG CTT TCA ACA TTG ATG ATG GAG ACT AAA GAA AAC 
Glu Ala Val Gly Gly. Asn Asn Ala He Lys Trp Leu Ser Thr Leu Met Met Glu Thr Lys Glu Asn 

COG CTT TTT GCG CCG ATT TAT TTA GAA AAC CAC TCT TTA AAT GAA ATC TTA GGC GTA ACA AAA GAT 
Pro Leu Phe Ala Pro He Tyr Leu Glu Asn Ris Ser Leu Asn Glu Zle Leu Gly Val Thr Lys Asp 

CTT CAA AAC ACC GCA AGC TTG ATT TCT AAC CCT AAT TTT AGA AAT AAC GCT ACC AGC CTT TTA GAA 
lieu Gin Asn Thr Ala Ser Leu Xle Ser Asn Pro Asn Phe Arg Asn Asn Ala Thr Ser Leu Leu Glu 

ATG GCG AGT TAC ACC CAA CAA ACC AGC CGT TTG ACA AAA CTC TCT GAT TTT AGG GCT AGA GAG GGA 
Met Ala Ser Tyr Thr Gin Gin Thr Ser Arg Leu Thr Lys Leu Ser Asp Phe Arg Ala Arg Glu Gly 

GAG TCC AAT TTT TCA GAG CGC TTG TTA GAG CTT AAA AAC AAG CGT TTT AGC GAT CCT AAC CCT AGT 
Glu Ser Asn Phe Ser Glu Arg Leu Leu Glu Leu Lys Asn Lys Arg Phe Ser Asp Pro Asn Pro Ser 

GAG GTT TTT GTC AAA TAC TCT CAA CTC AGC AAA CAC CCC AAT AAC CTT TGG ATT CAA GGG GTG GGA 
Glu Val Phe Val Lys Tyr Ser Gin Leu Ser Lys Kis Pro Asn Asn Leu Trp He Gin Gly Val Gly 

GGA GCG AGC TTT ATT TCT GGG GGC AAT GGC ACG CTT TAT GGC TTG AAT GTG GGC TAT GAC CGA TTG 
Gly Ala Ser Phe He Ser Gly Gly Asn Gly Thr Leu Tyr Gly Leu Asn Val Gly Tyr Asp Arg Leu 

GTT AAA AGC GTG ATC CTT GGG GGT TAT GTG GCT . TAT GGC TAT AGC GGT TTT AAC GGG AAC ATC ATG 
Val Lys Ser Val Zle Leu Gly Gly Tyr Val Ala Tyr Gly Tyr Ser Gly Phe Asn Gly Asn Zle Met 

CAT TCT TTG GCT AAT AAT GTG GAT GTG GGG ATG TAT GCG AGG GCT TTT TTG AAA AGA -AAC GAA TTC 
His Ser Leu Ala Asn Asn Val Asp Val Gly Met Tyr Ala Arg Ala Phe Leu Lys Arg Aan Glu Phe 
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Figure 15 

ACT TTG AGC GOG AAT GAA ACT TAT GGA GGC AAT GCG ACT CAT ATC AAT TCT TCT AAT TCC TTG CTC 
Thr Leu Ser Ala Asn Glu Thr Tyr Gly Gly Asn Ala Ser His lie Asn Ser Ser Aan Ser Leu Leu 

TCT GTG TTG AAC CAA CGC TAC AAC TAC AAC ACC TGG ACA ACG AGO GTG AAT GGG AAT TAC GGC TAT 
Ser Val Leu Asn Gin Arg Tyr Asn Tyr Asn Thr Trp Thr Thr Ser Val Asn Gly Asn Tyr Gly Tyr 

GAT TTC ATG TTC AAA CAA AAA AGC GTG GTG CTA AAA CCT CAA GTG GGC TTG AGC TAT CAT TTC ATA 
Asp Fhe Met Phe Lys Gin Lys Ser Val Val Leu Lys Pro Gin Val Gly Leu Ser Tyr His Phe lie 

GGC TTG AGC GGC ATG AAA GGT AAA ATG CAA AAT CCA GCT TAC CAA CAA TTC GTC ATG CAT TCA AAC 
Gly Leu Ser Gly Met Lys Gly Lys Met Gin Asn Pro Ala Tyr Gin Gin Phe Val Met Hia Ser Asn 

CCT TCT AAC GAA TOG GTT TTA ACG CTC AAC ATG GGG TTA GAG AGC CGT AAA TAT TTT GCT AAA AAT 
Pro Ser Asn Glu Ser Val Leu Thr Leu Asn Met Gly Leu Glu Ser Arg Lys Tyr Phe Gly Lys Asn 

TCC TAT TAT TTT GTA ACG GCG AGG TTG GGT AGG GAT CTT TTG ATC AAA GCT AAA GGC GAC AAT GTG 
Ser Tyr Tyr Phe Val Thr Ala Arg Leu Gly Arg Asp Leu Leu He Lys Ala Lys Gly Asp Asn Val 

GTG CGT TTT GTG GGT GAA AAC ACT TTA TTG TAC CGC AAG GGG GAA ATT TTT AAC ACT TTT GCG AGC 
Val Arg Phe Val Gly Glu Asn Thr Leu Leu Tyr Arg Lys Gly Glu He Phe Asn Thr Phe Ala Ser 

GTG ATC ACA GGA GGC GAA ATG CAT TTG TGG CGT TTG ATG TAT GTG AAT GOG GGG GTG GGG CTT AAA 
Val He Thr Gly Gly Glu Met His Leu Trp Arg Leu Met Tyr Val Asn Ala Gly Val Gly Leu Lys 



. j-j ATG GGC TTG CAA TAC CAA GAT CTT AAT ATC ACT GGG AAT GTG GGC ATG GGA GTG GOG TTT TAG 

Met Gly Leu Gin Tyr Gin Asp Leu Asn Zle Thr Gly Asn Val Gly Met Arg Val Ala Phe 

m 

r = HPC001 

ATG AAA TTT TTA CGC TCT GTT TAT GCA TTT TGC TCC ACT TGG GTG GGG ACG ATT GTT ATT 
H Met Lys Phe Leu Arg Ser Val Tyr Ala Phe Cys Ser Ser Trp Val Gly Thr He Val He 

bsa _ _ ^ 

• GTG CTG TTG GTT ANC TTT TTT GTC GOG CAA GCC TTT ATC ATT CCC TCT CGC TCT ATG GTA 

y-* Val Leu Leu Val ? Phe Phe Val Ala Gin Ala Phe He He Pro Ser Arg Ser Met Val 



GGC ACG CTC TAT GAG GGC GAT ATG CTC TTT GTC AAA AAA TTT TCT TAC GGC ATC CCC ATT 
Gly Thr Leu Tyr Glu Gly Asp Met Leu Phe Val Lys Lys Phe Ser Tyr Gly He Pro He 



bj 007 AAA ATC CCfc TGG ATT GAG CTT CCT GTT ATG CCT GAT TTT AAA AAT AAC GGG CAT TTG 

P^o Lys lie Pro Trp He Glu Leu Pro Val Met Pro Asp Phe Lys Asn Asn Gly His Leu 

Q ATA GAG GGG GAT CGC CCT AAA CGC GGC GAA GTG GTG GTG TTT ATC CCT CCC CAT GAA AAA 

L ^ He Glu Gly Asp Arg Pro Lys Arg Gly Glu Val Val Val Phe He Pro Pro His Glu Lys 

AAA TCT TAC TAT GTC AAA AGG AAT TTT GCT ATT GGG GGC GAT GAG GTG TTA TTC ACT AGT 
Lys Ser Tyr Tyr Val Lys Arg Asn Phe Ala He Gly Gly Asp Glu Val Leu Phe Thr Ser 

■ GAG GGG TTT TAT TTG CAC CCT TTT GAG AGC GGC ACG GAC AAA ACT TAC ATC GCT AAA CAT 

Glu Gly Phe Tyr Leu His Pro Phe Glu Ser Gly Thr Asp Lys Thr Tyr He Ala Lys His 

TAC CCA GAT GCT ATG ACT AAA GAA TTT ATG GGT AAA ATT TTT GTT TTA AAC CCT TAT AAA 
Tyr Pro Asp Ala Met Thr Lys Glu Phe Met Gly Lys He Phe Val Leu Asn Pro Tyr Lys 

AGT AAG CAT CCG GGT ATC CAT TAC CAA AAA GAC AAT GAA ACC TTC CAT TTA ATG GAG GAG 
Ser Lys His Pro Gly He His Tyr Gin Lys Asp Asn Glu Thr Phe His Leu Met Glu Gin 

TTA GCC ACT CAA GGC GCG GAA GCT AAT ATC AGC ATG CAA CTC ATT CAA ATG GAG GGC GAA 
Leu Ala Thr Gin Gly Ala Glu Ala Asn He Ser Met Gin Leu He Gin Met Glu Gly Glu 

AAG GTG TTT TAT AAA AAA ATC AAT GAC GAT GAA TTT TTC ATG ATC GGC GAT AAC AGG GAT 
Lys Val Phe Tyr Lys Lys He Asn Asp Asp Glu Phe Phe Met He Gly Asp Asn Arg Asp 

AAT TCT AGC GAC TCG CGC TTT TGG GGG AGT GTG GCT TAT AAA AAT ATC GTG GGT TCG CCA 
Asn Ser Ser Asp Ser Arg Phe Trp Gly Ser Val Ala Tyr Lys Asn He Val Gly Ser Pro 

TGG TTT GTT TAT TTC AGT TTG AGT TTA AAA AAT AGC CTG GAA ATG GAT GCA GAA AAT AAC 
Trp Phe Val Tyr Phe Ser Leu Ser Leu Lys Asn Ser Leu Glu Met Asp Ala Glu Asn Asn 

CCC AAA AAA CGC TAT TTG GTG CGT TGG GAG CGC ATG TTT AAA AGC GTT GAA GGC TTA GAA 
Pro Lys Lys Arg Tyr Leu Val Arg Trp Glu Arg Met Phe Lys Ser Val Glu Gly Leu Glu 

AAA ATC ATT AAA AAA GAA AAA GCA ACG CAT TAA 
Lys He He Lys Lys Glu Lys Ala Thr His 
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HPC042 

ATG AAA GAA TTT AAG ATT CTA ATC ATC CTT ATT GTG GTG GTA GGC CTG ATT TAT TAT GGG GTT GAG 
Met Lys GXu Phe Lys He Leu He He Leu He Val Val Val Gly Val He Tyr Tyr Gly Val Glu 

CCT TAT GOG CAT TCG GTG ATG CAC CCT AAA GTC GOT CCG GGA GAT TTT GCT TTC AAG GAT TTA GAG 
Pro Tyr Ala His Ser Val Met His Pro Lys Val Ala Pro Ala Asp Phe Ala Phe Lys Asp Leu Glu 

CCG ATG GAT TTA AAA AAT GGC GAT GCT AAT AAG GGC AAA CAG CTT GTA GCC GAA AAT TGC ACC GCT 
Pro Met Asp Leu Lys Asn Gly Asp Ala Asn Lys Gly Lys Gin Leu Val Ala Glu Asn Cys Thr Ala 

TGC CAT GGC ATT AAA TCC CAA AAC ATT CCA GCC CCT ATG GAC AGC CTT AGC GCG AGC AAC TCT TTT 
Cys His Gly He Lys Ser Gin Asn He Pro Ala Pro Met Asp Ser Leu Ser Ala Ser Asn Ser Phe 

GGG GTC GTG CCA CCG GAT TTA AGC CAT GTC GCT GGG GTT TTG AAC GCG AAT TTC TTA GCC CAC TTC 
Gly Val Val Pro Pro Asp Leu Ser His Val Ala Gly Val Leu Asn Ala Asn Phe Leu Ala His Phe 

ATC AAA GAC CCC GTG AAA ACG GCG AAA TTG AGC CAT AAG TTC AAC GAT GAA AGG CCC TAT CCT ATG 
He Lys Asp Pro Val Lys Thr Ala Lys Leu Ser His Lys Phe Asn Asp Glu Arg Pro Tyr Pro Met 

CCG GCG TTT TCT CAA TTT AGC GAT CAA GAT TTG AGC GAT ATT CTG GCG TAT CTC ACT TCT ATT TTG 
Pro Ala Phe Ser Gin Phe Ser Asp Gin Asp Leu Ser Asp He Val Ala Tyr Leu Thr Ser He Leu 

' Q CCT AAA AGT TTG AGC GAT AAG GAA GTG TTC GCA CAA AGC TGT CAA AGG TGC CAT AGC TTG GAT TAT 

9X0 LyS Ser LCU Ser ** p Lys Glu Val Phe Ala Gln Ser Cys Gin Arg Cys His Ser Leu Asp Tyr 

VO 001 AAA GAT AAG GCC TTT AGC GAT CCT AAA GAT CTA GCC AAT TAT TTA GGC TCT CAT GCA CCT GAT 

pj A 1 * ^ **Y* Ala Phe Ser Asp Pro Lys Asp Leu Ala Asn Tyr Leu Gly Ser His Ala Pro Asp 

D TTG TCC ATC ATG ATT AGA GCT AAA GGC GAA CAT GGC TTG AAT ATT TTC ATC AAC GAT CCG CAA AAG 

H* I-eu Ser Met Me t He Arg Ala Lys Gly Glu His Gly Leu Asn He Phe He Asn Asp Pro Gin Lys 

CTT 

f!l Leu 



W 



D 



0. 



HPCOfiS 



ATG AAT AAA CCA TTT TTA ATC TTA CTC ATA GCC CTA ATT GTC TTT AGC GGC TGT AAC ATG AGA AAA 
Met Asn Lys Pro Phe Leu He Leu Leu He Ala Leu He Val Phe Ser Gly Cys Asn Met Arg Lys 

□ TAT TTC AAA CCC GCT AAA CAC CAA GTT AAA GGC GAA GCG TAT TTC CCT AAT CAT TTG CAA GAA AGT 

Phe Lys Pro Ala Lys His Gin Val Lys Gly Glu Ala Tyr Phe Pro Asn His Leu Gin Glu Ser 

ATC GTT TCG TCT AAT CGT TAT GGA GCC ATT TTG AAA AAT GGA GCG GTT ATA GGC GAT AAA GGT TTA 
He Val Ser Ser Asn Arg Tyr Gly Ala He Leu Lys Asn Gly Ala Val He Gly Asp Lys Gly Leu 

ACG CAG CTA AGA ATC GGT AAG AAT TTC AAT TAT GAA AGC AGT TTT TTA AAT GAG AGT CAG GGG TTT 
Thr Gin Leu Arg He Gly Lys Asn Phe Asn Tyr Glu Ser Ser Phe Leu Asn Glu Ser Gin Gly Phe 

TTC ATC CTT GCG CAA GAT TGT TTG AAC AAG ATT GAT AAA AAA ACA AGC AAA AAC AAG GTG GCT AAA 
Pne He Leu Ala Gin Asp Cys Leu Asn Lys He Asp Lys Lys Thr Ser Lys Asn Lys Val Ala Lys 

AGT GAG GAA ACG GAG CTG AAA TTA AAG GGC GTT GAA GCC GAA GTC CAA GAT AAA GTC TGT CAT CAA 
Ser Glu Glu Thr Glu Leu Lys Leu Lys Gly Val Glu Ala Glu Val Gin Asp Lys Val Cys His Gin 

GTG GAA TTG ATT AGC AAT AAC CCT AAC GCC AGC CAA CAA TCT ATC GTT ATC CCT TTG GAG ACT TTT 
Val Glu Leu He Ser Asn Asn Pro Asn Ala Ser Gin Gin Ser He Val He Pro Leu Glu Thr Phe 

GCC TTG AGC GCA AGC GTT AAA GGG AAT CTT TTA GCG GTG .GTG TTA GCG GAC AAT TGA GCG AAT TTA 
Ala Leu Ser Ala Ser Val Lys Gly Asn Leu Leu Ala Val Val Leu Ala Asp Asn Ser Ala Asn Leu 

TAC GAC ATC ACT TCT CAA AAA TTG CTT TTT AGT GAG AAA GGT TCC CCA AGC ACC ACG ATC AAT TCT 
Tyr Asp He Thr Ser Gin Lys Leu Leu Phe Ser Glu Lys Gly Ser Pro Ser Thr Thr He Asn Ser 

TTA ATG GCG ATG CCT ATT TTT ATG GAT ACG GTC GTG GTG TTC CCC ATG CTA GAT GGG CGT TTG TTG 
Leu Met Ala Met Pro He Phe Met Asp Thr Val Val Val Phe Pro Met Leu Asp Gly Arg Leii Leu 

GTC GTG GAT TAT GTG CAT GGA AAC CCT ACG CCT ATT AGA AAC ATT GTT ATC AGC AGC GAT AAG TTT 
Val Val Asp Tyr Val His Gly Asn Pro Thr Pro He Arg Asn He Val He Ser Ser Asp Lys phe 

TTT AAC AAT ATC ACT TAC CTT ATC GTA GAT GGC AAT AAC ATG ATC GCT TCT ACA GGG AAA AGA ATA 
Phe Asn Asn He Thr Tyr Leu He Val Asp Gly Asn Asn Met He Ala Ser Thr Gly Lys Arg He 

CTC TCA GTC GTG AGC GGT CAA GAG TTC AAC TAT GAT GGG GAT ATT ATA GAT TTG CTT TAT GAT AAG 
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Figur 1 5 

Leu S r Val Val Ser Gly Gin Glu Phe Asn Tyr Asp Gly Asp lie lie Asp Leu Leu Tyr Asp Lys 

GGG ACT TTA TAC GTG CTC ACG CTA GAC GGG GAG ATT TTG CAA ATG GAT AAG ACT TTG AGG GAA TTA 
Gly Thr Leu Tyr Val Leu Thr Leu Asp Gly Gin lie Leu Gin Met Asp Lys Ser Leu Arg Glu Leu 

AAC AGC GTG AAA CTG CCC TTT GCT TCG CTC AAT AOC ATT GTA TTA AAC CAT AAT AAA TTG TAT TCT 
Asn Ser Val Lys Leu Pro Phe Ala Ser Leu Asn Thr He Val Leu Asn His Asn Lys Leu Tyr Ser 

TTA GAA AAG CGT GGG TAT GTG ATA GAA GTG GAT TTG AAT GAT TTT GAT TCG TAT AAT GTC TAT AAA 
Leu Glu Lys Arg Gly Tyr Val lie Glu Val Asp Leu Asn Asp Phe Asp Ser Tyr Asn Val Tyr Lys 

ACG CCA ACT ATA GGC ACT TTT ARG TTT TTT TCA TCC AAT CGT TTG GAT AAA GGG GTG TTT TAT GAT 
Thr Pro Thr He Gly Ser Phe ? Phe Phe Ser Ser Asn Arg Leu Asp Lys Gly Val Phe Tyr Asp 

AAA AAT CGG GTG TAT TAC GAT CGC TAC TAT TTA GAT TAT AAC GAT TTT AAA CCA AAA CTT TAT CCC 
Lys Asn Arg Val Tyr Tyr Asp Arg Tyr Tyr Leu Asp Tyr Asn Asp Phe Lys Pro Lys Leu Tyr Pro 

CTT CTG GAA AAA TCG GCA TCT AAA AAA TCT CAA AAA GGC GAA AAA GGG AAC ACT CCC ATT TAT TTG 
Val Val Glu Lys Ser Ala Ser Lys Lys Ser Gin Lys Gly Glu Lys Gly Asn Thr Pro He Tyr Leu 

CAA GAA AGG CAT AAA GCT AAA GAA AAG CCT TTA GAA GAA AAC AAA GTT AAG CCA AGA AAT AGC GGG 
Gin Glu Arg His Lys Ala Lys Glu Lys Pro Leu Glu Glu Asn Lys Val Lys Pro Arg Asn Ser Gly 

□ TTT GAA GAA GAA GAA GTT AAA ACC GGA AGC CGT GAT ATG GAG CCT ACT AAC AAT CAA AAT AAC GCT 

Pfte Glu Glu Glu Glu Val Lys Thr Gly Ser Arg Asp Met Glu Pro Thr Asn Asn Gin Asn Asn Ala 

Up ATC CAA AAA GGC ATA AAA GAA ACT CAA GAA AAC AAA AAC GCT CCT GCT TCA AAA GAG GGT AAC CAA 

yj Ile Gln L Y» Gly He Lys Glu Ser Gin Glu Asn Lys Asn Ala Pro Ala Ser Lys Glu Gly Asn Gin 

Q AAA GGT GCA GAA AAC GCT CCT GTT TCA AAA GAG GAT AAC GCT ATT AAA GAA GOG CCA AAA CTC AGC 

H L Y* Gly Ala Glu Asn Ala Pro Val Ser Lys Glu Asp Asn Ala lie Lys Glu Ala Pro Lys Leu Ser 

CCT AAA GAA GAA AAA CGC CGC TTG AAA GAA GAA AAG AAA AAA GCC AAA GCC GAA CAA AGA GCG AGA 
Pro Lys Glu Glu Lys Arg Arg Leu Lys Glu Glu Lys Lys Lys Ala Lys Ala Glu Gin Arg Ala Arg 

GAA TTT GAA CAA AGA GCG AGA GAG CAT CAA GAA AGA GAT GAA AAA GAG CTT GAA GAA AGA AGA AAA 
Glu Phe Glu Gin Arg Ala Arg Glu His Gin Glu Arg Asp Glu Lys Glu Leu Glu Glu Arg Arg Lys 



01 



*j| GCT TTA GAA ATG AAT AAG AAG TAG 
J Ala Leu Glu Met Asn Lys Lys 

H HPC066 

GAT CAC CCT ATT GCT ATG GGT TTT TGG CTT TTT AGC ACG ACT CTG GTG CTA TTT GAT ATA GTG GTG 
Asp His Pro He Ala Met Gly Phe Trp Leu Phe Ser Thr Thr Val Val Leu Phe Asp He Val Val 

I GTT GCG GAG CGT TTT TGC ATT TAT TTA TGC CCT TAC GCT AGG GTG CAA TCG GTG TTG TAT GAC AAT 

v£ VaX Glu Arg Phe Cys lie Tyr Leu Cys Pro Tyr Ala Arg Val Gin Ser Val Leu Tyr Asp Asn 

GAC ACC TTA AAC CCT ATT TAT GAT GAA AAG CGC GGC GGA GTG CTT TAT AAC AAT CAG GGC CAT CTC 
Asp Thr Leu Asn Pro lie Tyr Asp Glu Lys Arg Gly Gly Val Leu Tyr Asn Asn Gin Gly His Leu 

TTC CCC TTA CCC CCC AAA AAA CGC AGC CCA GAA AAC GAA TGC GTG AAT TGC TTG CAT TGC GTG CAG 
Phe Pro Leu Pro Pro Lys Lys Arg Ser Pro Glu Asn Glu Cys Val Asn Cys Leu His Cys Val Gin 

GTT TGC CCC ACA CAT ATT GAT ATT AGG AAA GGC TTG CAA TTA GAA TGC ATC AAT TGT TTA GAA TGC 
Val Cys Pro Thr His Ile Asp He Arg Lys Gly Leu Gin Leu Glu Cys He Asn Cys Leu Glu Cya 

GTG NAT GCA TGC ACC ATT ACC ATG GCT AAA TAC AAC CGC CCT TCA CTC ATC CAA TGG TCT TCA ACC 
Val ? Ala Cys Thr lie Thr Met Ala Lys Tyr Asn Arg Pro Ser Leu lie Gin Trp Ser Ser Thr 

AAC GCC ATT AAC ACG CGC CAA AAA GTG CGC CTG GTG CGT TTA AAA ACG ATC GCT TAC ATG GGG GTT 
Asn Ala lie Asn Thr Arg Gin Lys Val Arg Leu Val Arg Leu Lys Thr lie Ala Tyr Met Gly Val 

ATC GCT GTT GTG ATC GCT CTT TTA GCC ATC ACT TCG TTT AAA AAA GAA CGC ATG CTC TTA GAC ATT 
He Ala Val Val He Ala Leu Leu Ala Ile Thr Ser Phe Lys Lys Glu Arg Met Leu Leu Asp He 

AAC CGC AAC AGC GAT CTG TAT GAA TTG CGC TCT ACT GGG TAT GTG GAT AAC GAT TAT GTG TTT TTA 
Asn Arg Asn Ser Asp Leu Tyr Glu Leu Arg Ser Ser Gly Tyr Val Asp Asn Asp Tyr Val Phe Leu 

TTC CAC AAC ACG GAC AAT AAA GAC CAT GAG TTT TAT TTC AAA ATT TTA GGG CAA AAA GAC ATC CAA 
Phe His Asn Thr Asp Asn Lys Asp His Glu Phe Tyr Phe Lys He Leu Gly Gin Lys Asp lie Gin 
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ATC AAA AA6 CCT TTA AAT CCT ATC GCC ATT AAA GCC G 
He Lys Lys Pro Leu Asn Pro He Ala Zle Lya Ala 

HPC074 

GAT CAA AAT AAC GAT TTG GCG TTT GTG GTG TGC TTG CAA ATC CCT TTG AGG GTA GOG ATT GAA ATC 
Asp Gin Asn Asn Asp Leu Ala Phe Val Val Cys Leu Gin He Pro Leu Arg Val Ala He Glu He 

AGC TOG CCT TCA AAG TAT TTC ASA ACC TTT AGC GAA GGG AGC ATG GTC ATG TAT TTT TCG CCT TCA 
Ser Ser Pro Ser Lys Tyr Phe Arg Thr .P he Ser Glu Gly Ser Met Val Met Tyr Phe Ser Pro Ser 

AAG TAT TTC AGA ACC TTT AGC GAA GGG AGC ATG GTC ATG TAT TTT ATG ATT TCT ATC ATG CTC ACT 
Lys Tyr Phe Arg Thr Phe Ser Glu Gly Ser Met Val Met Tyr Phe Met He Ser He Met Leu Thr 

TTA GTG TCG TTG CTT TTA TTT GTG AAA TGC ATT TCT AGC TTT TGG AGA GCG ATT GTC AAT TTT AGC 
Leu Val Ser Leu Leu Leu Phe Val Lys Cys He Ser Ser Phe Trp Thr Ala Zle Val Asn Phe Ser 

ACT TTT GAT ATT AAA GAA GTG TTC CAC CCC ATT GTG CTT TTA ACC CTA GCC TTA GCC ACC TTT GAT 
Ser Phe Asp He Lys Glu Val Phe His Pro Zle Val Leu Leu Thr Leu Ala Leu Ala Thr Phe Asp 

CTG GTC AAG GCG ATT TTT GAA GAG GAA GTT TTG GGT AAA AAT AGC GGG GAC AAC CAC CAT GCG ATC 
Leu Val Lys Ala Zle Phe Glu Glu Glu Val Leu Gly Lys Asn Ser Gly Asp Asn His His Ala Zle 

CAC CGC ACG ATG ATC AGA TTT TTA GGC TCT ATC ATT ATC GCA TTA GCC ATT GAA GCG TTA ATG TTA 
His Arg Thr Met Zle Arg Phe Leu Gly Ser Zle Zle He Ala Leu Ala Zle Glu Ala Leu Met Leu 

GTG TTT AAA TTC AGC GTG AGC GAA CCG NNN KAA ATC ACT TAT GCG GTG TAT TTG GCT 
Val Phe Lys Phe Ser Val Ser Glu Pro ? ? Zle Thr Tyr Ala Val Tyr Leu Ala 



p 

H HPC083 

M* ATG CGC TCT CCA AAT TTA GAA AAA GAA GAA ACT GAA ATC ATA GAA ACA CTC CTT ATG GGT GAA AAA 

ffj Mft t Arg Ser Pro Asn Leu Glu Lys Glu Glu Thr Glu Zle He Glu Thr Leu Leu Met Arg Glu Lys 

= ATG CGT TTA TGC CCC TTG TAT TGG CGC ATC TTA GCG TTT TTA ACC GAT GGT TTG TTG GTG GCG TTT 

Met Arg Leu Cys Pro Leu Tyr Trp Arg Zle Leu Ala Phe Leu Thr Asp Gly Leu Leu Val Ala Phe 

f 3 * 1 TTA TTG AGC GAT CTT TTA GAC GCA TGC GAT TTC TTG CAT TCT TTA TAT TGG CTG ACT AAC CCC ATT 

llj Leu Ser Asp Leu Leu Asp Ala Cys Asp Phe Leu His Ser Leu Tyr Trp Leu Thr Asn Pro He 

□ 

Zl TAC CAC AGC GTG TTT GTT GTA ATG AGT TTT ATC GTC TTG TAT GGC GTT TAT GAA ATC TTT TTT GTG 

□ Tyr His Ser Val Phe Val Val Met Ser Phe Zle Val Leu Tyr Gly Val Tyr Glu He Phe Phe Val 

U 

TGT TTG TGC AAG ATG AGT TTG GCT AAA CTG GTT TTT AGG ATT AAA ATT ATT GAT ATT TAT TTA GCA 
Cys Leu Cys Lys Met Ser Leu Ala Lys Leu Val Phe Arg Zle Lys Zle Zle Asp He Tyr Leu Ala 

K GAT TGC CCC AGT AGG GCT ATT TTA TTG AAG CGT TTA GGG TTA AAG ATC GTG GTT TTT CTA TGC CCC 

W Asp Cys Pro Ser Arg Ala He Leu Leu Lys Arg Leu Gly Leu Lys Zle Val Val Phe Leu Cys Pro 

TTT TTA TGG TTT GTA GTG TTT AAA AAC CCC TAT CAT AGG GCA TGG CAT GAA GAA AAA AGC AAA AGT 
Phe Leu Trp Phe Val Val Phe Lys Asn Pro Tyr His Arg Ala Trp His Glu Glu Lys Ser Lys Ser 

CTT TTG GTG TTG TTT TAA 
Leu Leu Val Leu Phe 



HPC084 

ATG ATT TAT TGG TTG TAT TTG GCG GTC TTT TTT TTG TTG GGT GCA TTA GAC GCT AAA GAA ATC GCT 
Met Zle Tyr Trp Leu Tyr Leu Ala val Phe Phe Leu Leu Gly Ala Leu Asp Ala Lys Glu He Ala 

ATG CAA OGA TTT GAC AAA CAA AAC CAT AAG ATT TTT GAA ATC CTT GCG GAT AAA GTG AGC GCT AAA 
Met Gin Arg Phe Asp Lys Gin Asn His Lys He Phe Glu Zle Leu Ala Asp Lys Val Ser Ala Lys 

GAC AAT GTG ATA ACC GCA TCA GGG AAT GCG ATC TTA TTG AAT TAT GAT GTG TAT ATT TTA GCG GAC 
Asp Asn Val He Thr Ala Ser Gly Asn Ala Zle Leu Leu Asn Tyr Asp Val Tyr Zle Leu Ala Asp 

AAG GTG CGT TAT GAC ACT AAA ACC AAA GAA GCG TTA TTA GAG GGG AAT ATC AAG GTT TAT AGG GGC 
Lys Val Arg Tyr Asp Thr Lys Thr Lys Glu Ala Leu Leu Glu Gly Asn He Lys Val Tyr Arg Gly 

GAG GGT TTG CTC GTT AAA ACC GAT TAT GTG AAA TTG AGC TTG AAT GAA AAA TAT GAA ATC ATT TTC 
Glu Gly Leu Leu Val Lys Thr Asp Tyr Val Lys Leu Ser Leu Asn Glu Lys Tyr Glu He Zle Phe 

CCC TTT TAT GTC CAA GAC AGC GTG AGC GGG ATT TGG GTG AGC GCG GAT ATT GCT AGC GGG AAG GAT 
Pro Phe Tyr Val Gin Asp Ser Val Ser Gly Zle Trp Val Ser Ala Asp He Ala Ser Gly Lys Asp 
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Figure 15 

CAA AAA TAT AAG GTT AAA AAC ATG AGC GCT TCA GGG TCC AGC ATT GAT AAC CCC ATT TGG CAT GTC 
Gin Lys Tyr Lys Val Lys Asn Met Ser Ala Ser Gly Cys Ser He Asp Asn Pro He Trp His Val 

AAT GCG ACT TCA GGC TCA TTC AAC ATG CAA AAA TCG CAT TTG TCT ATG TGG AAT CCT AAG ATC TAT 
Asn Ala Thr Ser Gly Ser Phe Asn Met Gin Lys Ser His Leu Ser Met Trp Asn Pro Lys He Tyr 

GTC GGT GAT ATT CCT GTA TTG TAT TTG CCC TAT ATT TTC ATG TCC ACT AGC AAT AAA AGA ACT ACC 
val Gly Asp He Pro Val Leu Tyr Leu Pro Tyr He Phe Met Ser Thr Ser Asn Lys Arg Thr Thr 

GGG TTT TTA TAC CCT GAG TTT GGT ACT TCC AAC TTA GAC GGC TTT ATT TAT TTG CAA CCC TTT TAT 
Gly Phe Leu Tyr Pro Glu Phe Gly Thr Ser Asn Leu Asp Gly Phe He Tyr Leu Gin Pro Phe Tyr 

TTA GCC CCC AAA AAC TCA TGG GAT ATG ACC TTT ACC CCA CAA ATC CGC TAT AAA AGG GGT TTT GGC 
lieu Ala Pro Lys Asn Ser Trp Asp Met Thr Phe Thr Pro Gin He Arg Tyr Lys Arg Gly Phe Gly 

TTG AAT TTT GAA GCG CGC TAC ATT AAC TCT AAA GAC GAC AGG TTT TTA TTC AAT GCG CGC TAT TTT 
Leu Asn Phe Glu Ala Arg Tyr He Asn Ser Lys Asp Asp Arg Phe Leu Phe Asn Ala Arg Tyr Phe 

AGG AAT TAC ACC CAA TAT GTC AAA CGC TAC GAT TTG AGG AAT CAA AAT ATC TAT GGT TTT GAA TTT 
Arg Asn Tyr Thr Gin Tyr Val Lys Arg Tyr Asp Leu Arg Asn Gin Asn lie Tyr Gly Phe Glu Phe 



f y TTA AGC TCT AGC AGG GAC ACT TTA CAA AAA TAC TTT CAT CTT AAG TCT AAT ATT GAT AAC GGG CAT 

v ; O I-eu Ser Ser Ser Arg Asp Thr Leu Gin Lys Tyr Phe His Leu Lys Ser Asn He Asp Asn Gly His 



TAC ATT GAC TTT TTA TAC ATG AAC GAT TTG GAT TAT GTC GGT TTT GAA AAG GTT AAT AAG CGC ATC 
k J] Tyr He Asp Phe Leu Tyr Met Asn Asp Leu Asp Tyr Val Arg Phe Glu Lys Val Asn Lys Arg He 

ACA GAC GCC AGG CAC ATG TCT AGG GCG AAT TAC TAT TTG CAA ACA GAA AAC AAT TAT TAC GGC TTG 
Thr Asp Ala Thr His Met Ser Arg Ala Asn Tyr Tyr Leu Gin Thr Glu Asn Asn Tyr Tyr Gly Leu 

AAT ATC AAG TAT TTT TTA AAC CTG AAT AAA ATC AAC AAC AAC CGC ACT TTC CAA TCT GTC CCT AAT 
Asn He Lys Tyr Phe Leu Asn Leu Asn Lys He Asn Asn Asn Arg Thr Phe Gin Ser Val Pro Asn 

TTG CAA TAC CAT AAA TAT TTA AAT TCT TTG TAT TTT AGA AAT TTA TTG TAT TCG GTG GAT TAT CAG 
Leu Gin Tyr His Lys Tyr Leu Asn Ser Leu Tyr Phe Arg Asn Leu Leu Tyr Ser Val Asp Tyr Gin 



s 

H . 

M TTT AGA AAC ACC GGA AGA GAS ATC GGC TAT GGC TAT GTG CAA AAC GCT TTG AAT GTG CCG GTG GGC 

j s f Pn * Arg Aan Thr Ala Arg ? He Gly Tyr Gly Tyr Val Gin Asn Ala Leu Asn Val Pro Val Gly 

Q TTG CAA TTT TCT TTG TTT AAA AAG TAT TTG TCT TTA GGG CTT TGG AAC GAT CTC CAA CTA TCT AAT 

p ***** Gin Phe Ser Leu Phe Lys Lys Tyr Leu Ser Leu Gly Leu Trp Asn Asp Leu Gin Leu Ser Asn 

H GTG GCT TTA ATG CAA TCT AAC AAT TCC TTC GTG CCT ACG ATC CCT AAT GAA TCA AGG GAA TTT GGG 

Val Ala Leu Met Gin Ser Asn Asn Ser Phe Val Pro Thr He Pro Asn Glu Ser Arg Glu Phe Gly 

AAC TTT GTG TCT TCA AAT TTT TCC ATG TAT GTC AAT ATG GAT TTA GCC AGA GAA TAC AAC AAG CTT 
Asn Phe Val Ser Ser Asn Phe Ser Met Tyr Val Asn Met Asp Leu Ala Arg Glu Tyr Asn Lys Leu 

TTC CAC ACG ATC CAA TTG GAA GCG ATT TTC AAC ATC CCT TAT TAC MCC TTT AAA AAC GGC TTA TTT 
Phe His Thr He Gin Leu Glu Ala He Phe Asn He Pro Tyr Tyr ? Phe Lys Asn Gly Leu Phe 

TCT CAA AAC ATG TAT GCT TTA AGC ACG CAA GCC TTA AAC AGC TAC ACT TCG CCT TTA TTG AGA GAT 
Ser Gin Asn Met Tyr Ala Leu Ser Thr Gin Ala Leu Asn Ser Tyr Thr Ser Pro Leu Leu Arg Asp 

TAT GAT TAT CAA GGG CGT TTG TAT GAC TCC GTG TGG AAT CCT AGC AGC ATT TTA CCT AGC GAT GCG 
Tyr Asp Tyr Gin Gly Arg Leu Tyr Asp Ser Val Trp Asn Pro Ser Ser He Leu Pro Ser Asp Ala 



AGC AAT AAA ACG GTG AAT TTA ACC CTA ACG CAA TAC CTT TAT GGC TTA GGA GGG CAA GAG TTG TTG 
Ser Asn Lys Thr Val Asn Leu Thr Leu Thr Gin Tyr Leu Tyr Gly Leu Gly Gly Gin Glu Leu Leu 

TAT TTT AAA ATA TCG CAA CTC ATC AAT CTT GAC GAT AAA GTT TCG CCC TTT AAA ATG CCC CTA GAA 
Tyr Phe Lys He Ser Gin Leu He Asn Leu Asp Asp Lys Val Ser Pro Phe Lys Met Pro Leu Glu 

AGC AAG ATC GGG TTT TCG CCC TTA ACG GGA TTG AAT ATC TTT GGG AAT GTC TTT TAT TCG TTT TAT 
Ser Lys He Gly Phe Ser Pro Leu Thr Gly Leu Asn lie Phe Gly Asn Val Phe Tyr Ser Phe Tyr 

CAA AAC CGC CTA GAA GAA ATC TCT GTG AAC GCC AAT TAC CAA CGC AAG TTT TTA AGC TTT AAC CTC 
Gin Asn Arg Leu Glu Glu He Ser Val Asn Ala Asn Tyr Gin Arg Lys Phe Leu Ser Phe Asn Leu 

TCT TAT TTT TTA AGG AAC AAT TTT AGC AGT GGG ATT AAT AGC ATT GTA GAA AAT CTG- CGG ATT ATT 
Ser Tyr Phe Leu Arg Asn Asn Phe Ser Ser Gly He Asn Ser He Val Glu Asn Leu Arg He He 



AMENDED PAGE (RULE 26) 



09/9801 16 



WO 00/73502 PCT/EPOO/05024 



40 / 82 

Figure 15 

TAA 



HPC104 





ATG 
Met 


GAT 
Asp 


ATT 
lie 


TAT GCG TTA TAC ATA GCG 
Tyr Ala Leu Tyr lie Ala 


ATA 
Zle 


GGG CTT 
Gly Leu 


TTT 
Phe 


ACT GGC ATT 
Thr Gly Zle 


CTA 
Leu 


TCA 
Ser 


GGG 
Gly 


ATT 
Zle 


TTT 
Phe 


GGC 
Gly 




ATT 
lie 


GGT 
Gly 


GGG 
Gly 


GGG TTG ATC ATT GTC CCT 
Gly Leu Zle Zle Val Pro 


ATC 
Zle 


ATG CTC 
Met Leu 


GCA 
Ala 


ACC GGG CAT 
Thr Gly His 


TCT 
Ser 


TTT 
Phe 


GAA 
Glu 


GAA 
Glu 


TCC 
Ser 


ATC 
Zle 




GGC 
Gly 


ATT 
Zle 


TCC 
Ser 


ATT 
Zle 


TTG CAA ATG GTG CTT 
Leu Gin Met Val Leu 


TCA 
Ser 


TCG TTC 
Ser Phe 


GTG 
Val 


GGA TCT GTT 
Gly Ser Val 


TTG 
Leu 


AAT 
Asn 


TTC 
Phe 


AAA 
I*» 


AAA 
Lys 


AAA 
Lys 




TCG 
Ser 


CTT 
Leu 


GAT 
Asp 


TTT TCT TTA GGC TTG TTG 
Phe Ser Leu Gly Leu Leu 


ATA 
Zle 


GGG GCA 
Gly Ala 


GGG 
Gly 


GGG CTG ATA GGG GCA 
Gly Leu Zle Gly Ala 


ACT 
Ser 


TTT 
Phe 


AGC 
Ser 


GGA 
Gly 




TTT 
' Phe 


GTT 
Val 


TTA 
Leu 


AAA 
Lys 


ATC GTT TCC ACT AAA 
Zle val Ser Ser Lys 


ATT 
Zle 


TTA ATG 
Leu Met 


GTT 
Val 


ATT TTC NCG 
Zle Phe ? 


CTT 
Leu 


TTA 
Leu 


GTC 
Val 


GTG 
Val 


TAT 
Tyr 


TCT 
ser 




ATG 
Met 


ATC 
Zle 


CAA 
Gin 


TTT 
Phe 


GTC TTA AAA CCC AAA 
Val Leu Lys Pro Lys 


AAA 
Lys 


AAA GAT 
Lys Asp 


TTT 
Phe 


ATA GCG GAT AAT AAA 
Zle Ala Asp Asn Lys 


CGC 
Arg 


TAC 
Tyr 


CCT 
Pro 


TTG 
Leu 


□ 

CO 
Q 
M" 

u 


CAA 
Gin 


GGT 
Glv 


TTA 
Leu 


AAA 
Lys 


TTA TTT TTA ATT GGC 
Leu Phe Leu Zle Gly 


GCG 
Ala 


CTC ACA 
Leu Thr 


GGG 
Gly 


TTT TTT GCC 
Phe Phe Ala 


ATC 
Zle 


ACT 
Thr 


TTA 
Leu 


GGG 
Gly 


ATT 
Zle 


GGT 
Gly 


GGG 
Gly 


GGG 
Gly 


ATG 
Met 


CTC 
Leu 


ATG GTG CCT TTG ATG 
Met Val Pro Leu Met 


CAT 
Bis 


TAT TTT 
Tyr Phe 


TTA 
Leu 


GGG TAT GAT TCT AAA 
Gly Tyr Asp Ser Lys 


AAA 
Lys 


TGC 
Cys 


GTG 
Val 


GCG 
Ala 


CTA 
Leu 


GGG 
Gly 


TTA 
Leu 


TTT 
Phe 


TTC ATC TTG TTT TCT 
Phe Zle Leu Phe Ser 


TCT 
Ser 


ATT TCA 
Zle Ser 


GGA 
Gly 


GCT TTT TCT 
Ala Phe Ser 


TTA 
Leu 


ATG 
Met 


TAT 
Tyr 


CAC 
His 


CAC 
His 


ATC 
Zle 




ATC 
Zle 


AAT 
Asn 


AAA 
Lys 


GAA GTT CTC TTA GCA GGG 
Glu Val Leu Leu Ala Gly 


GCG 
Ala 


ATT GTG 
Zle Val 


GGC 
Gly 


TTA GGC TCA GTT ATG 
Leu Gly Ser Val Met 


GGC 
Gly 


GTG 
Val 


AGC 
Ser 


ATT 
Zle 


M 
U 


GGG 
Gly 


ATT 
Zle 


AAA 
Lys 


TGG 
Trp 


ATC ATG GGG CTT TTG 
Zle Met Gly Leu Leu 


AAT 
Asn 


GAA AAA 
Glu Lys 


ATG 
Met 


CAT AAA ATT 
His Lys Zle 


TTG 
Leu 


ATT 
tie 


TTA 
Leu 


GGG 
Gly 


GTG 
Val 


TAT 
Tyr 


yj 
□ 


GGT 
Gly 


TTG 
Leu 


TCG 
Ser 


TTA 
Leu 


TTG ATT ATT TTA TAC 
Leu Zle Zle Leu Tyr 


AAA 
Lys 


CTC TTT 
Leu Phe 


TTT 
Phe 


TAA 














Q 


HPC11S 































> 



ATG 
Met 


AAA 
Lys 


TGT 

Cys 


TCG 
Ser 


CAT 
His 


TGC 
Cys 


CAG 
Gin 


TTG 
Leu 


GAG 
Glu 


TTT 
Phe 


AAA 
Lys 


GAA 
Glu 


AGT 
Ser 


GAG 
Glu 


CTT 
Leu 


TTT 
Phe 


AAA 
Lys 


GAA 
Glu 


GTG 
Val 


ATC 
Zle 


CAT 
His 


CAT 
His 


AAG 
Lys 


GAA 
Glu 


TTG 
Leu 


TAT 
Tyr 


TTT 
Phe 


TGC 
Cys 


TGC 
Cys 


ACG 
Thr 


GGG 
Gly 


TGT 
Cys 


GCT 
Ala 


AGA GTG 
Arg Val 


TAT 
Tyr 


GCG 
Ala 


TTA 
Leu 


TTA 
Leu 


TTG 
Leu 


GAT 
Asp 


TTG 
Leu 


AAT 
Asn 


TTA 
Leu 


GAG 
Glu 


AGC 
Ser 


TTT 
Phe 


TAT 
Tyr 


GAC 
Asp 


AAA 
Lys 


TTA 
Leu 


AAC 
Asn 


GAT 
ASp 


TCC 
Ser 


ACT 
Thr 


TTA 
Leu 


GCC 
Ala 


CCC 
Pro 


GTA 
Val 


ACG 
Thr 


CCC 
Pro 


CAA 
Gin 


GAT 
Asp 


TCA 
Ser 


ATG 
Met 


AGC 
Ser 


GCT 
Ala 


TTG 
Leu 


GAA 
Glu 


TTA 
Leu 


GAA 
Glu 


CAA 
Gin 


GCC. 
Ala 


CTT 
Leu 


GAA 
Glu 


GAA 
Glu 


AAC 
Asn 


AAT AAA 
Asn Lys 


AGC 
Ser 


GAT 
Asp 


TTT 
Phe 


ATC 
Zle 


CTT 
Leu 


AAT 
Asn 


CTT 
Leu 


TTG 
Leu 


CTA 
Leu 


GAA 
Glu 


AAA 
Lys 


ACG 
Thr 


CAT 
His 


TGT 
Cys 


AAC 
Asn 


GCT 
Ala 


TGC 
Cys 


TTG 
Leu 


TGG 
Trp 


CTC 
Leu 


AAT 
Asn 


CAA 
Gin 


AAG 
Lys 


GTT 
Val 


TTA 
Leu 


GAG 
Glu 


CGC 
Arg 


TTA 
Leu 


AAG 
Lys 


GGG 
Gly 


GTT 
Val 


AAA 
Lys 


AAA 
Lys 


GTG 
Val 


AGC 
Ser 


GTG 
Val 


AAT 
Asn 


TTC 
Phe 


ACC 
Thr 


ACC 
Thr 


CAC 
His 


CAT 
His 


TTA CAA 
Leu Gin 


ATC 
Zle 


GTG 
Val 


TTT GAC 
Phe Asp 


AAG 
Lys 


TCC 
Ser 


TTA 
Leu 


AAC 
Asn 


CCT 
Pro 


AAA 
Lys 


GAG 
Glu 


ATT 
Zle 


ATT 
Zle 


CAA 
Gin 


AAA 
Lys 


ATT 
Zle 


GAG 
Glu 


ACT 
Ser 


TTG 
Leu 


GGT 
Gly 


TAT GGG 
Tyr Gly 


GCT 
Ala 


AAA 
Lys 


ATT 
Zle 


TAT 
Tyr 


AAC 
Asn 


GCA 
Ala 


AAA 
Lys 


AAT 
Asn 


TAC 
Tyr 


GCC 
Ala 


CTA 
Leu 


AAA 
Lys 


GCC 
Ala 


CAA 
Gin 


AAA 
Lys 


GAG 
Glu 


CAG 
Gin 


CGC 
Arg 


TCC 
Ser 


TAT 

Tyr 


TTG 
Leu 


CTC 
Leu 


ACT 
Thr 


TTA AGC 
Leu Ser 


GTG 
Val 


GGG 
Gly 


TTT 
Phe 


TTT 
Phe 


GCC 
Ala 


ACC 
Thr 


ATG 
Met 


AAT 
Asn 


TTG 
Leu 


ATG 
Met 


TTT 
Phe 


ATT 
lie 


GCA 
Ala 


ATT 
Zle 


GCC 
Ala 


AAA 
Lys 


TAC 
Tyr 


GCA 
Ala 


AGT 

Ser 


TAT 
Tyr 


GGC GGT GCG 
Gly Gly Ala 


AGT 
Ser 


TAT 
Tyr 


GGC 
Gly 


ACT 
Thr 


GGC 
Gly 


ATG 
Met 


GAT 
Asp 


AAG 
Lys 


CTT 
Leu 


ATG 
Met 


CAA 
Gin 


AGG 
Arg 


AAT 
Asn 


TTG 
Leu 


GAT 
Asp 


CTC 
Leu 


GTA 
Val 


TCG 
Ser 


CTC 
Leu 


TTT 
Phe 


TTA 
Leu 


AGC 
Ser 


TTG 
Leu 


TTG 
Leu 


GTG 
Val 


TTA 
Leu 


GTG 
Val 


GTT 


GTG 


GGG 


CGT 


TTT 


TTC 


ATT 


AAG 


GGG 


GCG 


TTT 


TAT 


GGG 


ATA 


AAA 


AAT 


GGC 


GTT 


TTG 


GGC 


ATG 


GAT 



AMENDED PAGE (RULE 26) 



9 

fli 



D 



^ 09/980116 



WO 00/73502 - ^CT/EP00/05024 

41 / 82 



Figure 15 

Val Val Gly Arg Phe Phe Zle 


Lys Gly 


Ala 


Phe 


Tyr Gly 


Zle 


Lys Asn Gly 


Val 


Leu 


Gly 


Met 


ASp 


TTG 
Leu 


AGC GTG TCT TTT GGA GCG 
Ser Val Ser Phe Gly Ala 


TTA 
Leu 


TCG 
Ser 


GCA 
Ala 


TTT 
Phe 


GTT TAT TCC 
Val Tyr Ser 


CTT TAT GCC 
Leu Tyr Ala 


ATG 
Met 


CTG 
Leu 


GTG 
Val 


TCC 
Ser 


CAA 
Gin 


GAG 
Glu 


ACT TAT TTT GAA GCG AGC 
Tar Tyr Phe Glu Ala Ser 


AGC 
Ser 


ACG 
Thr 


ATT 
Zle 


TTA 
Leu 


ACG CTT 
Thr Leu 


GTT 
Val 


TTT GGC TCT 
Phe Gly Ser 


AAG 
Lys 


TTT 
Phe 


TTG 
Leu 


GAA 
Glu 


TTA 
Leu 


AAA 
Lys 


GCC AGG CTG TTT GCG AAT 
Ala Arg Leu Phe Ala Asn 


GAA AAA 
Glu Lys 


TGT 

Cys 


CTG 
Leu 


GCC CTA 
Ala Leu 


GAA 
Glu 


TCG CAT GAA 
Ser His Glu 


ATC 
Zle 


CAT 
His 


AGC 
Ser 


GTG 
Val 


ATC 
Zle 


GTT 
Val 


GTA GAA AAG GAC AAG GAG 
Val Glu Lys Asp Lys Gin 


ATA 
Zle 


GAA 
Glu 


AAA 
Lys 


CAC 
His 


CCT AAA 
Pro Lys 


GAT 
Asp 


GTG GCG ATA 
Val Ala Zle 


GGC 
Gly 


TCT 
Ser 


GTT 
Val 


GTT 
Val 


TGG 
Trp 


GTG 
Val 


CCA AGC GGG GCT AAA ATC 
Pro Ser Gly Ala Lys Zle 


GCA 
Ala 


CIA 
Leu 


GAT 
Asp 


GGA 
Gly 


GTG CTT 
Val Leu 


TTA 
Leu 


AAT AAC GCG 
Asn Asn Ala 


AGC 
Ser 


GTG 
Val 


GAT 
Asp 


GCG 
Ala 


TCT 
Ser 


TIG 
Leu 


ATC AGC GGG GAG TTT AAG 
Zle Ser Gly Glu Phe Lys 


CCT 
Pro 


TTG 
Leu 


GAA 
Glu 


TTG 
Leu 


GGG GTT 
Gly Val 


AAT 
Asn 


GAT CTA ATT 
Asp Leu Zle 


TTA 
Leu 


GGG 
Gly 


GGT 
Gly 


TAT 
Tyr 


GTG 
Val 


AAT 
Asn 


GTG GGC GTG CCT TTT AGC 
Val Gly Val Pro Phe Ser 


TAT CAA 
Tyr Gin 


GTG 
Val 


AGC 
Ser 


GCG ACT 
Ala Thr 


TTT 
Phe 


CAA AAC TCA 
Gin Asn Ser 


CGC 
Arg 


CTT 
Leu 


TCT 
Ser 


AGT 
Ser 


TTG 
Leu 


TTA 
Leu 


GAA ACT TTA AAA AAG AGT 
Glu Thr Leu Lys Lys Ser 


TTT 
Phe 


TTA 
Leu 


GAA 
Glu 


AAG 
Lys 


CCC TTA 
Pro Leu 


ATT 
Zle 


GAG AGT AGC 
Glu Ser Ser 


GCG 
Ala 


AAT 
Asn 


AAA 
Lys 


ATT 
Zle 


GCG 
Ala 


GAT 
Asp 


ATT TTT TCT AAA GCG GTG 
Zle Phe Ser Lys Ala Val 


TTG 
Leu 


TTT 
Phe 


TTA 
Leu 


GCC 
Ala 


TTT GTA 
Phe Val 


AGC 
Ser 


TTT TTA TTA 
Phe Leu Leu 


TGG 
Trp 


CAA 
Gin 


TTT 
Phe 


GGT 
Gly 


TTG 
Leu 


GGG 
Gly 


GGT AAT TTT GAA AAA GCC 
Gly Asn Phe Glu Lys Ala 


TTA 
Leu 


ATG 
Met 


GTG 

val 


TGT 
Cys 


ATT AGC 
Zle Ser 


GTG 
Val 


TTA GTC ATC 
Leu Val Zle 


AGC 
Ser 


TGC 
Cys 


CCT 
Pro 


TGC 
Cys 


GCA 
Ala 


TTC 
Phe 


GCC TTA GCT ACG CCC ATT 
Ala Leu Ala Thr Pro Zle 


GCG 
Ala 


TTA 
Leu 


GTG 
Val 


ATA 
Zle 


GGG GTG 
Gly Val 


TTT 
Phe 


AAA AAC CCT 
Lys Asn Pro 


TTG 
Leu 


ATC 
Zle 


GTG 
Val 


TTT 
Phe 


AAA 
Lys 


GAA 
Glu 


GGG TTA TTT TTA GAA ACT 
Ala Leu Phe Leu Glu Thr 


CTG 
Leu 


GCT 
Ala 


AAA 
Lys 


GTG 
Val 


GAA AAA 
Glu Lys 


ATC 
Zle 


TTT ATA GAC 
Phe Zle Asp 


AAA 
Lys 


ACC 
Thr 


G 






CI 20 

ATG 
Met 


CTA CTA ACA ACA CTC AAG 
Leu Leu Thr Thr Leu Lys 


CTA AAA 
Leu Lys 


TCT 
Ser 


ATT 
Zle 


AAG GAA ATC 
Lys Glu Zle 


AGT ATT AAA 
Ser Zle Lys 


AAA 
Lys 


TTT 
Phe 


ATT 
Zle 


CTA 

Leu 


TCT 
Ser 


TCT 
Ser 


CTT GTT TTC GCA TGT ATC 
Leu Val Phe Ala Cys Zle 


AAT 
Asn 


ACC 
Thr 


AGC 
Ser 


GTT 
val 


GAA GCT 
Glu Ala 


TTA 
Leu 


GAA AAT GAC 
Glu Asn Asp 


GGC 
Gly 


TCT 
Ser 


AAA 
Lys 


CCA 
Pro 


AAC 
Asn 


GAT 
ASp 


TTG ACC TCT CCA AAA GAA 
Leu Thr Ser Pro Lys Glu 


GTC 
Val 


TCT 
Ser 


CAA 
Gin 


GAA 
Glu 


GCT CAA AGA 
Ala Gin Arg 


AAT GAG ACT 
Asn Glu Thr 


CAA 
Gin 


AGA 
Arg 


AAT 
Asn 


GAA 
Glu 


GCT 
Ala 


CAA 
Gin 


AGA AAT GAA GCT CAA AAC 
Arg Asn Glu Ala Gin Asn 


GAA 
Glu 


ACT 
Thr 


TCT 
Ser 


CAA 
Gin 


TCC AAT CAA 
Ser Asn Gin 


ACG CCT AAA 
Thr Pro Lys 


GAA 
Glu 


ATG 
Met 


AAA 
Lys 


GTC 
Val 


AAA 
Lys 


TCC 
Ser 


ATT TCG TAT ATC GGG CTT 
Zle Ser Tyr Zle Gly Leu' 


TCT 
Ser 


TAC 
Tyr 


ATG 
Met 


TCT 
Ser 


GAC ATG 
Asp Met 


CTT 
Leu 


GCT AAT GAG 
Ala Asn Glu 


ATT 
lie 


GTA 
Val 


AAG 
Lys 


ATT 
Zle 


CGT 
Arg 


GTG 
Val 


GGC GAT ATT GTG GAT TCT 
Gly Asp Zle Val Asp Ser 


AAA 
Lys 


AAA 
Lys 


ATA 
Zle 


GAC 
Asp 


ACC GCT 
Thr Ala 


GTT 
Val 


TTG GCT TTG 
Leu Ala Leu 


TTC 
Phe 


AAT 
Asn 


CAA 
Gin 


GGG 
Gly 


TAT 
Tyr 


TTT 
Phe 


AAA GAC GTT TAT GCC ACT 
Lys Asp Val Tyr Ala Thr 


TTT 
Phe 


GAA 
Glu 


GGC 
Gly 


GGC 
Gly 


ATA TTA 
Zle Leu 


GAG 
Glu 


TTT CAT TTT 
Phe His Phe 


GAT 
Asp 


GAA 
Glu 


AAA 
Lys 


GCC 
Ala 


AGA 
Arg 


ATT 
Zle 


GCC GGG GTA GAA ATC AAG 
Ala Gly Val Glu Zle Lys 


GGT TAT 
Gly Tyr 


GGG 
Gly 


ACT 
Thr 


GAA AAG 
Glu Lys 


GAA 
Glu 


AAA GGC GAC 
Lys Gly Asp 


TTA 
Leu 


AAA 
Lys 


TCC 
Ser 


CAA 
Gin 


ATG 
Met 


GGG 
Gly 


ATC AAA AAG GGC GAC ACC 
Zle Lys Lys Gly Asp Thr 


TTT . 
Phe 


GAT 
ASp 


GAG 
Glu 


CAA 
Gin 


AAA TTA GAG 
Lys Leu Glu 


CAT GCT AAA 
His Ala Lys 


ACG 
Thr 


GCT 
Ala 


TTA 
Leu 


AAA 
Lys 


ACA 
Thr 


GCT 
Ala 


TTA GAG GGG CAG GGC TAT 
Leu Glu Gly Gin Gly Tyr 


TAT GGG 
Tyr Gly 


AGC 
Ser 


GTG 
Val 


GTG GAG 
Val Glu 


GTG 
val 


CGC ACA GAA 
Arg Thr Glu 


AAG 
Lys 


GTC 
Val 


AGT 
Ser 


GAG 
Glu 


GGC 
Gly 


GCG 
Ala 


TTA TTA ATT GTG TTT GAT 
Leu Leu Zle Val Phe Asp 


GTG 
Val 


AAT 
Asn 


AGG 
Arg 


GGG 
Gly 


GAT AGT 
Asp Ser 


ATT 
Zle 


TAT ATC AAA 
Tyr Zle Lys 


CAA 
Gin 


TCC 
Ser 


ATT 
lie 


TAT 
Tyr 


GAG 
Glu 


GGG 


AGT GCG AAA TTA AAA CGC 


CGC 


ATG 


ATT 


GAA 


TCT TTG 


AGT 


GCG AAC AAG 


CAA 


AGA 


GAT 


TTC 


ATG 



AMENDED PAGE (RULE 26) 



09/980116 



WO 00/73502 PCT/EFO0/OS0W 



Figure 


1 5 






42 


/ 


82 












Gly 


Ser 


Ala Lys 


Leu Lys 


Arg Arg Met 


Zle 


Glu 


Ser Leu Ser Ala Asn 


Lys Gin Arg 


Asp 


Phe 


Met 


GGC 
Gly 


TGG 
Trp 


ATG TGG GGC TTG 
Met Trp Gly Leu 


AAT GAC GGG 
Asn Asp Gly 


AAA 
Lys 


TTG 
Leu 


CGT TTA GAT CAA TTA 
Arg Leu Asp Gin Leu 


GAA TAC GAT 
Glu Tyr Asp 


TCT 
Ser 


TTG 
Leu 


CGT 
Arg 


ATC 
Zle 


CAA 
Gin 


GAT GTG 
Asp Val 


TAT ATG 
Tyr Met 


CGT AGG GGT 
Arg Arg Gly 


TAC 
Tyr 


TTA 
Leu 


GAC GCT CAT ATT TCT 
Asp Ala His Zle Ser 


TCG CCT TTT 
Ser Pro Phe 


TTG 
Leu 


AAA 
Lyg 


ACG 
Thr 


GAT 
Asp 


TTT 
Phe 


TCT ACC 
Ser Thr 


CAT GAC 
His Asp 


GCT AAG CTC 
Ala Lys Leu 


CAT 
His 


TAT 
Tyr 


AAA GTC AAA GAG GGG 
Lys Val Lys Glu Gly 


ATC CAA TAC 
Zle Gin Tyr 


AGG 
Arg 


ATT 
Zle 


TCA 
Ser 


GAC 
Asp 


ATT 
He 


TTA ATA 
Leu Zle 


GAG ATT 
Glu lie 


GAC AAC CCG 
Asp Asn Pro 



















HPC 130 
ATG 
Met 


AAA 

Lys 


AGA 
Arg 


Phe 


GTT 
val 


TTG 
Leu 


TTT 
Phe 


TTA 
Leu 


TCA 
Ser 


CTC 
Leu 


ATG 
Met 


GGT 
Gly 


GTT 
Val 


TGC 
Cys 


GTT 
Val 


TGC 
Cys 


GTT 
Val 


CAA 
Gin 


GCT 
Ala 


TAC 
Tyr 


GCC 
Ala 


GAG 
Glu 




CAA 
Gin 


GAT 
ASp 


TAC 
Tyr 


Phe 


Phe 


AGG 
Arg 


GAT 
Asp 


i~i J l l 
Phe 


AAA 
Lys 


TCT 
Ser 


AAA 
Lys 


GAC 
Asp 


TTG 
Leu 


CCC 
Pro 


CAA 
Gin 


AAA 
Lys 


CTC 
Leu 


CAT 
His 


CTT 
Leu 


GAT 
Asp 


AAA 
Lys 


AAG 
Lys 


O 


CTT 
Leu 


TCC 
Ser 


CAA 
Gin 


ACA 
Thr 


ATA 
Zle 


CAG 
Gin 


CCA 
Pro 


TGC 
Cys 


GCG 
Ala 


CAA 
Gin 


CTT 
Leu 


Asn 


Ala 


Ser 


AAA 
Lys 


CAC 
His 


TAC 
Tyr 


ACT 
Thr 


GCT 
Ala 


ACC 
Thr 






ffl 


HPC133 

ATG 
Met 


CAA 
Gin 


AST 
Ser 


CTT 
Leu 


ACT 
Ser 


TGG 
Trp 


CTG 
Ijeu 


AAT 
Asn 


TTA 
Leu 


GCG 
Ala 


TTC 
Phe 


CGT 
Arg 


TGG 
Trp 


CTC 
Leu 


TTT 
Phe 


ATA 
Zle 


ACA 
Thr 


GGG 
Gly 


CTT 
Leu 


GGC 
Gly 


TAT 
Tyr 


TAT 
Tyr 


□ 

s 


ATA 
Zle 


ATG 
Met 


ACT 
Thr 


TTA 
Leu 


TTG 
Leu 


CAA 
Gin 


TGG 
Trp 


TAT 
Tyr 


CAT 
His 


TAC 
Tyr 


AGC 
Ser 


GTG 
Val 


TTC 
Phe 


AGG 
Arg 


ATT 
Zle 


TTA 
Leu 


ACT 
Thr 


AAG 
Lys 


CAT 
His 


CAT 
His 


AAA 
Lys 


ATG 
Met 


3 


CGT 
Arg 


TGG 
Trp 


CAT 
His 


GGG 
Gly 


ATT 
Zle 


TAT 

Tyr 


TTT 
Phe 


TTA 
Leu 


TTG 
Leu 


CCT 
Pro 


TTA 
Leu 


GGG 
Gly 


GTG 
Val 


TTT 
Phe 


ATC 
Zle 


CTA 
Leu 


TCG 
Ser 


TAT 
Tyr 


GCT 
Ala 


TTC 
Phe 


AAA 
Lys 


ATG 
Met 


u> 


CCG 
Pro 


TTT 
Phe 


GTT 
Val 


TTT 
Phe 


GAT 
Asp 


TTC 
Phe 


TTT 
Phe 


TGC 

Cys 


GGC 
Gly 


GTT 
val 


ATT 
lie 


CAA 
Gin 


ATG 
Met 


CCC 
Pro 


ATG 
Met 


CTT 
Leu 


ATT 
Zle 


ATC 
Zle 


TGG 
Trp 


GCC 
Ala 


AAA 
Lys 


CGC 
Arg 


yd 
5 


AAC 
Asn 


GAC 
Asp 


AAA 
Lys 


CCT 
Pro 


TTA 
Leu 


GTT 
Val 


TTC 
Phe 


ACG 
Thr 


CCA 
Pro 


AGG 
Arg 


GTG 
Val 


AAG 
Lys 


GGC 
Arg 


TTT 
Phe 


TTT 
Phe 


ATT 

Zle 


TTC 
Phe 


TTG 
Leu 


TTA 
Leu 


CTC 
Leu 


TTT 
Phe 


TTA 
Leu 


n 

t=s? 


ATC 
Zle 


TTG 
Leu 


CAT 
His 


GAA 
Glu 


ATC 
Zle 


TTA 
Leu 


AAT 
Asn 


ACA 
Thr 


GAA 
Glu 


TTA 
lieu 


GTC 

Val 


CCT 
Pro 


TTG 
Leu 


AAT 
Asn 


GGG 
Gly 


ATT 
Zle 


TOG 
ser 


CTC 
Leu 


GCG 
Ala 


CTT 
Leu 


GGC 
Gly 


TAT 
Tyr 


> 


TTG 
Leu 


TGT 

Cys 


TTA 
Leu 


TTT 
Phe 


ATA 
Zle 


TTC 
Phe 


GTT 
Val 


TTA 
Leu 


AGC 
Ser 


GCT 
Ala 


TCT 
Ser 


TTA 
Leu 


ATC 
Zle 


TTT 
Phe 


GAA 
Glu 


AAA 
Lys 


GCC 
Ala 


TTA 
Leu 


TCC 
Ser 


AAG 
Lys 


CAG 
Gin 


TAT 
Tyr 


TTA 
Leu 


CAA 
Gin 


ACC 
Thr 


GCT 
Ala 


AAA 
Lys 


GAT 
Asp 


AAA 
Lys 


ATC 
Zle 


GCC 
Ala 


TCT 
Ser 


TTA 
Leu 


AAG 
Lys 


AAT 
Asn 


TTA 
Leu 


AAA 
Lys 


GTC 
Val 


ATC 
Zle 


GCC 
Ala 


ATT 
Zle 


ACC 
Thr 


GGA 
Gly 


AGC 
Ser 



TT 



3 

ATG 
Met 


AAA 
Lys 


AAA 
Lys 


CTT 
Leu 


CTT 
Leu 


TAT 
Tyr 


ACC 
Thr 


ATA 
Zle 


CTC 
Leu 


GGA 
Ala 


CTT 
Leu 


CTT 
Leu 


TTA 
Leu 


ATC 
Zle 


GGT 
Gly 


CTT 
Leu 


TTA 
Leu 


ACA 
Thr 


ACC 
Thr 


TAT 
Tyr 


ATC 
Zle 


ATC 
lie 


CTT 
Leu 


TTT 
Phe 


ACA 
Thr 


GAA 
Glu 


TGG 
Trp 


GGG 
Gly 


AAC 
Asn 


AAA 
Lys 


ATC 
Zle 


ATC 
Zle 


GCT 
Ala 


TOG 
Ser 


TAT 
Tyr 


ATA 
Zle 


GAG 
Glu 


AAA 
Lys 


AAA 
Lys 


ATC 
Zle 


AAC 
Asn 


CCG 
Pro 


AAC 
Asn 


GAG 
Glu 


CGC 
Arg 


TAC 
Tyr 


TTG 
Leu 


AGC 
Ser 


GTT 
Val 


AAA 
Lys 


ACC 
Thr 


TTT 
Phe 


AAA 
Lys 


TTG 
Leu 


AGA 
Arg 


TTC 
Phe 


AAC 
Asn 


TCT 
Ser 


TTG 
Leu 


GAT 
Asp 


TTT 
Phe 


AAA 
Lys 


GCT 
Ala 


CAA 
Gin 


GCC 
Ala 


AAC 
Asn 


GAT 
Asp 


GAT 
Asp 


TCC 
Ser 


ACG 
Thr 


CTC 
Leu 


ATT 
Zle 


CTT 
Leu 


AAG 
Lys 


GGG 
Gly 


GAT 
Asp 


TTT 
Phe 


TCA 
Ser 


CTT 
Leu 


TTA 
Leu 


AAG 
Lys 


CAA 
Gin 


AGC 
Ser 


GTG 
Val 


GAT 
Asp 


TTG 
Leu 


AAT 
Asn 


TAC 
Tyr 


CAC 
His 


ATA 
Zle 


GAT 
Asp 


ATT 
Zle 


AAA 
Lys 


GAT 
Asp 


TTA 
Leu 


CGC 
Arg 


TCT 
Ser 


TTC 
Phe 


AAA 
Lys 


GAA 
Glu 


TGG 
Trp 


ATA 
Zle 


CCC 
Pro 


TAC 
Tyr 


CCT 
pro 


TTA 
Leu 


AGA 
Arg 


GGG 
Gly 


GCT 
Ala 


ATT 
Zle 


ATT 
Zle 


ACT 
Thr 


TCT 
Ser 


GGG 
Gly 


AAT 
Asn 


ATC 
Zle 


AAA 
Lys 


GGG 
Gly 


CAT 
His 


AGA 
Arg 


AAA 
Lys 


GCC 
Ala 


CTT 
Leu 


GTG 
Val 


ATT 
Zle 


CAA 
Gin 


GGC 
Gly 


GTC 
Val 


TCT 

Ser 


AAT 
Asn 


GTC 
Val 


GCT 
Ala 



AMENDED PAGE (RULE~26) 



09/980116 



WO 00/73502 PCT/EP00/05024 

43 / 82 

Figure 15 

CAA TCC CAC ACT CCC TAC AAC GCC CTT TTA GAT GAT TTC AAG CTT TCT CAC TTA AGO TTG AAC GCA 
Gin Ser Hia Thr Ala Tyr Asn Ala Leu Leu Asp Asp Phe Lys Leu Ser His Leu Ser Leu Asn Ala 

AAA GAC GCC AAT TTA GAA GAT TTG CTT TAT TTA ATC AAT CGC CCC GCT TAT GCG AAC GCA AAA GTG 
Lys Asp Ala Asn Leu Glu Asp Leu Leu Tyr Leu lie Asn Arg Pro Ala Tyr Ala Asn Ala Lys Val 

TCC TTA CAA GCG GAT TTT AAC TCT CTA AAG CCT TTA GAA GGG CAT TTG ATT CTA ACA GCC AAT AAC 
Ser Leu Gin Ala Asp Phe Asn Ser Leu Lys Pro Leu Glu Gly His Leu He Leu Thr Ala Asn Asn 

GCT TTA ATC AAT AAC GCC CTA ATC AAT CAA ATG TTT CAT TTA AAC CTT AAA GAC ACC CTT ATC TTC 
Ala Leu He Asn Asn Ala Leu Zle Asn Gin Met Phe His Leu Asn Leu Lys Asp Thr Leu He Phe 

AAC CTC TCG CAC TCA AGC GAC TTT AAA GAG AAC AAA GCC ATC AGC GAT ACC ACC CTG ACT AGC CCT 
Asn Leu Ser His Ser Ser Asp Phe Lys Glu Asn Lys Ala Zle Ser Asp Thr Thr Leu Thr Ser Pro 

TTA GCC AAT TTT ACA GCC CTA AAA AGC GAA TAC CTT TTC TCT ATT TTA AAA CTC AAT GCC CCC TAC 
Leu Ala Asn Phe Thr Ala Leu Lys Ser Glu Tyr Leu Phe Ser Zle Leu Lys Leu Asn Ala Pro Tyr 

ACT TTA GAA ATA CCC AAT CTG GCC AAA CTC CAA AAC ATG ACT AAC CAC CCC CTA AAA GGG AGT TTG 
Thr Leu Glu Zle Pro Asn Leu Ala Lys Leu Gin Asn Met Thr Asn His Pro Leu Lys Gly Ser Leu 

ACT TTA AAA GGC GCT ATA GAG CAA AGC CCC AAA CTC TTA AAA CTC AGC GGC CAT TCA AAT TTA CTG 
Thr Leu Lys Gly Ala Zle Glu Gin Ser Pro Lys Leu Leu Lys Val Ser Gly His Ser Asn Leu Leu 

GAT GGC ACG CTC GAT TTC ACG CTT TTA AAT AAA GAT TTG AAA GCC CGT TTT TCA AAT ATT TCC ACT 
Asp Gly Thr Leu Asp Phe Thr Leu Leu Asn Lys Asp Leu Lys Ala Arg Phe Ser Asn Zle Ser Thr 

TTA AAA GCC TTA GAT TTA TTC AAT TAC CCC AAG TTT TTC CAA TCC ATT GCA GAC GCT AAC TTG GAT 
Leu Lys Ala Leu Asp Leu Phe Asn Tyr Pro Lys Phe Phe Gin Ser Zle Ala Asp Ala Asn Leu Asp 

TAT GAC CTT AGC GCT AAG CAA GGC ACA TTG AAA GCC CGC CTA AAA AAC GCA AGA TTC CTC AAA AAT 
Tyr Asp Leu Ser Ala Lys Gin Gly Thr Leu Lys Ala Arg Leu Lys Asn Ala Arg Phe Leu Lys Asn 

GCA TTC AGC GAT TTC CTC TAC TCC ATT TCT CAA TTT GAT ATT ACT AAA GAA ATC TAT AAC GAT GCC 
Ala Phe Ser Asp Phe Leu Tyr Ser Zle Ser Gin Phe Asp Zle Thr Lys Glu lie Tyr Asn Asp Ala 

AAT CTA GTA AGC CAA ATC AAC CAG CAA CGC CTG CTC TCT AGT CTC AGC TTA AAA AGC CCC AAA ACC 
Asn Leu Val Ser Gin Zle Asn Gin Gin Arg Leu Leu Ser Ser Leu Ser Leu Lys Ser Pro Lys Thr 

CAA TTG AAA ATC CAT AAC GGG CTT GTG GAT TTA AAC ACC AAA CAA ATG GAC ATG CTC ATA GAT GCG 
Gin Leu Lys Zle His Asn Gly Leu Val Asp Leu Asn Thr Lys Gin Met Asp Met Leu Zle Asp Ala 

GAA ATC TTA AAA TTC GTT TTT AAA ATG AAA CTT CAA GGC AAC ATA CAC CAG CCA AAA TTT TCC CTC 
Glu Zle Leu Lys Phe Val Phe Lys Met Lys Leu Gin Gly Asn Zle His Gin Pro Lys Phe Ser Leu 

ATT TTA AAC GAA AAA GCC ATC CAA CAA AAC CTG CAA CAA GGC TTG AAA GAA ATC CTA AAA AAC GAC 
Zle Leu Asn Glu Lys Ala Zle Gin Gin Asn Leu Gin Gin Gly Leu Lys Glu Zle Leu Lys Asn Asp 

ACC CTT AAA AAA GGT TTA GAT CAT TTG CTT AAA GAT GAT AAG CTC AAA GAA AAG CTT GAA AAA GGG 
Thr Leu Lys Lys Gly Leu Asp His Leu Leu Lys Asp Asp Lys Leu Lys Glu Lys Leu Glu Lys Gly 

CTT AAG GGG CTT TTT TAA - 
Leu Lys Gly Leu Phe 
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ATG AAG AGA TCT TCT GTA TTT AGT TTC TTG GTA GCT TTT TTA TTG GTA ACT GGC TGT AGT CAT AAA 
Met Lys Arg Ser Ser Val Phe Ser Phe Leu Val Ala Phe Leu Leu Val Thr Gly Cys Ser His Lys 

ATG GAT AAT AAG ACT GTG GCC G 
Met Asp Asn Lys Thr Val Ala 
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TTG AAA CAT TTG ACC CCA CTC ACT CAC ACC CTT TTT AAA GCC TTA TGG CTA GGC ACG CTC TTA AGC 
Met Lys His Leu Thr Pro Leu Thr His Thr Leu Phe Lys Ala Leu Trp Leu Gly Thr Val Leu Ser 

GCA TCT TTA AGC TTA GTT GCA GCA GAA AGC CCC ACT AGA ACA GAG CCT AAA CCC GCT AAG GGG GTT 
Ala Ser Leu Ser Leu Val Ala Ala Glu Ser Pro Thr Arg Thr Glu Pro Lys Pro Ala Lys Gly Val 

AAA AAT AAA CCC AAA TCG CCC GTT ACT AAA GTC ATG ATG ACC AAT TGC GAC AAC CTT AAA GAC TTT 
Lys Asn Lys Pro Lys Ser Pro Val Thr Lys Val Met Met Thr Asn Cys Asp Asn Leu Lys Asp Phe 

AAC GCT AAT CAA AAA GAA GTT CTA AAA GCC GCC TAT CAA TTC GGC TCT AAA GAA AAT TTA GGC TAT 
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Figure 15 

Gin He Pro Ala Leu lie lie Ala Tor Ala Thr 
HPC165 

ATG AAA AAG TTT AAA AAG AAA CCA AAA AGT ATC AAA CGA TTG CAT GAA AAT CAA AAA ACA ATC TTA 
Met Lys Lys Phe Lys Lys Lys Pro Lys Ser lie Lys Arg Leu Ris Gin Asn Gin Lys Thr lie Leu 

AAG CGT CCT TTA TGG CTC GCA CCT TTA CTC ATC AGC GGG TTT GTT AGT GGG GTG TAT GCT GAT GG A 
Lys Arg Pro Leu Trp Leu Ala Pro Leu Leu lie Ser Gly Phe Val Ser Gly Val Tyr Ala Asp Gly 

ACA GAC ATT TTG GGG CTT AGT TGG GGT GAA AAA AGC CAA AAG GTA TGC GTG CAT CAT CCA TGG TAT 
Thr Asp He Leu Gly Leu Ser Trp Gly Glu Lys Ser Gin Lys Val Cys Val His His Pro Trp Tyr 

GCT ATA TGG AGT TGC GAT AAA TGG GAG GAA AAA ACA CAA CAA TTC ACA GGA AAC CAA CTC ATC ACA 
Ala He Trp Ser Cys Asp Lys Trp Glu Glu Lys Thr Gin Gin Phe Thr Gly Asn Gin Leu He Thr 

AAA ACT TGG GCA GGG GGT AAT GCG GCT AAT TAC TAC CAC ACT CAA AAC AAC CAA AAT ATT ACA GCC 
Lys Thr Trp Ala Gly Gly Asn Ala Ala Asn Tyr Tyr His Thr Gin Asn Asn Gin Asn He Thr Ala 

AAT TTA AAA AAT GAT AAC GGC ACT TAT TTT TTA AGC GGT CTG TAT AAC TAC ACC 
Asn Leu Lys Asn Asp Asn Gly Thr Tyr Phe Leu Ser Gly Leu Tyr Asn Tyr Thr 

HPC183 

A TG TTA GTT ACT CGC TTT AAA AAA CCT TTG ATC TCT TAT TCT TTA GGT GCG CTC ATT GTT TCA TCG 
^ Met L«u Val Thr Arg Phe Lys Lys Ala Leu He Ser Tyr Ser Leu Gly Ala Leu He Val Ser Ser 

; g TTA TTG GGC GTG GCT AAC GCT TCA GCA CAA GAG GTT AAA GTC AAG GAT TAT TTC GGG GAG CAA ACT 

jfjf Leu Leu Gly Val Ala Asn Ala Ser Ala Gin Glu Val Lys Val Lys Asp Tyr Phe Gly Glu Gin Thr 

Q CTA AAG CTT CCT GTT TCT AAA ATA GCC TAT ATA GGG AGC TAT GTA GAA GTG CCT GCC ATG CTT AAT 

IT Val Leu Pro Val Ser Lys He Ala Tyr He Gly Ser Tyr Val Glu Val Pro Ala Met Leu Asn 

H GTT 1X3(3 AAT AGG GTT GTA GGC GTT TCG GAT TAC GCT TTT AAA GAT GAC ATT GTT AAA GCC ACT CTC 

ff\ Val Tr P A* 11 Arg Val Val Gly Val Ser Asp Tyr Ala Phe Lys Asp Asp He Val Lys Ala Thr Leu 

« AAA GGC GAA GAT CTT AAA CGC GTC AAA CAC ATG AGC ACT GAT CAT ACA GCC GCA CIA AAT GTA GAG 

^ Lys Gly Glu Asp Leu Lys Arg Val Lys His Met Ser Thr Asp His Thr Ala Ala Leu Asn Val Glu 

CTT TTA AAA AAG CTC AGC CCT GAT CTT GTG GTA ACC TTT GTG GGC AAC CCT AAA GCG GTA GAG CAT 
Uj Leu Leu L ys l»ys Leu Ser Pro Asp Leu Val Val Thr Phe Val Gly Asn Pro Lys Ala Val Glu His 

f*1 

5- 000 AAA AAA TTT GGT ATA TCA TTT CTT TCT TTC CAA GAG ACA ACG ATC GCA GAG GCC ATG CAG GCT 

p Ala Lys Lys Phe Gly He Ser Phe Leu Ser Phe Gin Glu Thr Thr He Ala Glu Ala Met Gin Ala 

ATG CAA GCT CAA GCT GCG GTC TTA GAA ATT GAC GCT TCT AAA AAA TTC GCC AAA ATG CAA GAA ACT 
Met Gin Ala Gin Ala Ala Val Leu Glu He Asp Ala Ser Lys Lys Phe Ala Lys Met Gin Glu Thr 

TTG GAT TTT ATC GCT GAG CGT TTG AAA GAT GTC AAA AAG AAA AAG GGG GTG GAG CTT TTC CAT AAA 
Leu Asp Phe He Ala Glu Arg Leu Lys Asp Val Lys Lys Lys Lys Gly Val Glu Leu Phe His Lys 

GCC AAT AAA ATT AGC GGC CAT CAA GCC ATT AGC TCA GAC ATT TTA GAA AAA GGG GGC ATA GAC AAT 
Ala- Asn Lys He Ser Gly- His Gin Ala He Ser Ser Asp He Leu Glu Lys Gly Gly He Asp Asn 

TTT GGC TTG AAA TAC GTC AAA TTT GGG CGC GCT GAT ATT AGC GTG GAA AAA ATC GTT AAA GAA AAC 
Phe Gly Leu Lys Tyr Val Lys Phe Gly Arg Ala Asp He Ser Val Glu Lys He Val Lys Glu Asn 

CCT GAA ATC ATT TTC ATC TGG TGG GTA AGC CCA CTC ACG CCT GAA GAT GTG TTA AAC AAC CCT AAG 

Pro Glu He He Phe He Trp Trp Val Ser Pro Leu Thr Pro Glu Asp Val Leu Asn Asn Pro Lys 

TTT TCC ACT ATT AAA GCC ATT AAA AAC AAG CAA GTT TAT AAA CTC CCC ACA ATG GAT ATT GGC GGG 
Phe Ser Thr He Lys Ala He Lys Asn Lys Gin Val Tyr Lys Leu Pro Thr Met Asp He Gly Gly 

CCT AGA GCC CCA CTC ATA AGC TTA TTT ATC GCT TTA AAA GCC CAC CCT GAA GCC TTT AAG GGC GTG 
Pro Arg Ala Pro Leu He Ser Leu Phe He Ala Leu Lys Ala His Pro Glu Ala Phe Lys Gly Val 

GAT ATT AAT GCG ATT GTT AAA GAC TAC TAT AAA GTG GTT TTT GAT TTG AAC GAT GCA GAG GTT GAA 
Asp He Asn Ala He Val Lys Asp Tyr Tyr Lys Val Val Phe Asp Leu Asn Asp Ala Glu Val Glu 

CCC TTT TTA TGG CAT TAA 
Pro Phe Leu Trp His 

HPC186 " 

ATG GGC GGA TTC ACA AGC ATA TGG CAT TGG GTC ATT GTT TTA TTA GTG ATT GTG TTG TTG TTT GGG 
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Figure 15 



Gly 



Met Gly Gly Phe Thr Ser lie Trp His Trp Val He Val Leu Leu Val He Val Leu Leu Phe 

GCT AAA AAG ATC CCA GAA TTG GCT AAG GGT TTA GGC AGT GGG ATT AAG AAT TTC AAA AAA GCC GTG 
Ala Lys Lys lie Pro Glu Leu Ala Lys Gly Leu Gly Ser Gly He Lya Asn Phe Lys Lys Ala Val 

AAA GAC GAT GAA GAX GAG GCT AAA AAC GAG CCA AAA ACC CTA GAC GCT CAA GCA ACG CAA ACC AAA 
Lys Asp Asp Glu Glu Glu Ala Lys Asn Glu Pro Lys Thr Leu Asp Ala Gla Ala Thr Gin Thr Lys 

GTG CAT GAG AGT AGC GAG ATT AAA AGC AAA CAA GAA AGT TAA 
Val His Glu Ser Ser Glu He Lys Ser Lys Gin Glu Ser 

HPC188 

ATG AAA AAC TTT TCC CCA CTT TGT TGT TTT AAA AAG CTC AAA AAA CGC CAT TTA ATC GCT TTC AGC 
Met Lys Asn Phe Ser Pro Leu Cys Cys Pbe Lys Lys Leu Lys Lys Arg His Leu He Ala Leu Ser 

CTG CCC TTG CTT TCT TAT GCC AAT GCC TTT AAA ATC CAA GAG CAA AGC CTA AAT GGC ACG GCT TTA 
Leu Pro Leu Leu Ser Tyr Ala Asn Gly Phe Lys He Gla Glu Gin Ser Leu Asn Gly Thr Ala Leu 

GGC TOG GOG TAT GTC GCT GGG GCT AGG GGT GCT GAT GCT TCC TTT TAT AAC CCG GOG AAT ATG GGC 
Gly Ser Ala Tyr Val Ala Gly Ala Arg Gly Ala Asp Ala Ser Phe Tyr Asn Pro Ala Asn Met Gly 

(£. TTV ACT AAC GAT TGG GGT GAA AAC AGA AGC GAA TTT GAA ATG ACC ACC ACC GTG ATT AAC ATT CCG 

_ Phe Thr Asn Asp Trp Gly Glu Asn Arg Ser Glu Phe Glu Met Thr Thr Thr Val He Asn He Pro 

HPC190 

7X0 °AA TTC AAA AAA ATC GCC CTT ATT TTA GAT GGC ATT CTA GCA AAA AAT TTT TTA GAC TTG GTG 
Glu l»ys Lys He Ala Leu He Leu Asp Gly He Val Ala Lys Asn Phe Leu Asp Leu Val 

CTA AGG CAT TAT TCT AAT CAT AAT TTT TAT ATA GTG GTT GTC AAA AAT GAG AGC CTT ATC CCT AAA 
Leu Arg His Tyr Ser Asn His Asn Phe Tyr He Val Val Val Lys Asn Glu Ser Leu He Pro Lys 

AAT TAC CCG AGC ACT TTC GCT TTT TAT TGT TTT GAT GCG ACT TCT AGT TTC AGG CTT TTG CAA GTG 
^ Asn Pro Ser Thr Phe Ala Phe Tyr Cys Phe Asp Ala Thr Ser Ser Phe Arg Leu Leu Gin Val 

£ CT A AAC GAT GAG GTG AGC GAT GCG TTT TTA ATC ATA CAA GAT TTT AAA GAA CAG CGC ATC ATT CAT 

^ IjCU Asn Asp Glu Val Ser Asp Ala Phe Leu He He Gin Asp Phe Lys Glu Gin Arg He He His 



AAA ATC ATT CAA ACC CAT TTC AAA CGC ATG CGC GTG GTT TTG AGC GTG AAA AAA GAT GGT GAA AAA 
m Lys He He Gin Thr His Phe Lys Arg Met Arg Val Val Leu Ser Val Lys Lys Asp Gly Glu Lys 

O ACT TTA GAA AAT AAT GAA GAA AAT AAA GAT GAA AAG CTT ATT TTG ATT GAT GAA TTT GAA GTT TTA 

Q Tnr Leu 61u Asn Asn Glu Glu Asn Lys Asp Glu Lys Leu He Leu He Asp Glu Phe Glu Val Leu 

^ GCC AAT AAA TTC ATT TCT CGT TTG CCT AAT ATC CCT AGC ACC CCT AGA GAA TTT GGG TTA GGC AAA 

Ala Asn Lys Phe He Ser Arg Leu Pro Asn He Pro Ser Thr Pro Arg Glu Phe Gly Leu Gly Lys 

W G ^ C GAC ATC ATG GAG ATT GAT GTG CCT TTT GGG AGT ATT TTT GCT TAC AGG CAT ATT GGC TCT ATC 

Gly Glu He Met Glu He Asp Val Pro Phe Gly Ser He Phe Ala Tyr Arg His He Gly Ser He 

AGG CAA AAA GAA TAC AGG ATT GTA GGG CTT TAT CGC AAC GAT GTT TTG TTG CTC TCC ACT AAA TCT 
Arg Gin Lys Glu Tyr Arg He Val Gly Leu Tyr Arg Asn Asp Val Leu Leu Leu Ser Thr Lys Ser 

TTA GTT ATC CAG CCA CGA GAC ATT CTT TTA GTG GCG GGT AAT CCG GAA ATT TTA AAC GCG GTG TAT 
Leu Val He Gin Pro Arg Asp He Leu Leu Val Ala Gly Asn Pro Glu He Leu Asn Ala Val Tyr 

CTT CAG GTC AAA AGC AAT GTC GGG CAG TTC CCA GCC CCC TTT GGT AAG AGC ATT TAT TTA TAC ATT 
Leu Gin Val Lys Ser Asn Val Gly Gin Phe Pro Ala Pro Phe Gly Lys Ser He Tyr Leu Tyr He 

GAT ATG CGC TTA CAA AGC CGA AAA GCA ATG ATG CGC GAT GTG TAT CAA GCC TTG TTT TTG CAC AAA 
Asp Met Arg Leu Gin Ser Arg Lys Ala Met Met Arg Asp Val Tyr Gin Ala Leu Phe Leu His Lys 

CAT TTA AAG AGC TAC AAG CTC TAC ATT CAG GTT TTA CAC CCC ACT AGC CCT AAG TTT TAC CAT AAA 
His Leu Lys Ser Tyr Lys Leu Tyr He Gin Val Leu His Pro Thr Ser Pro Lys Phe Tyr His Lys 

TTT TTA TOG CTA GAA ACC GAA AGC ATT GAA GTG AAT TTT GAT TTT TAT GGG AAA AGT TTT ATC CAA 
Phe Leu Ser Leu Glu Thr Glu Ser He Glu Val Asn Phe Asp phe Tyr Gly Lys Ser Phe He Gin 

AAA CTC CAT GAA GAC CAC CAG AAA AAA ATG GGT TTG ATT GTG GTA GGC AGA GAG CTT TTT TTA TCT 
Lys Leu His Glu Asp His Gin Lys Lys Met Gly Leu He Val Val Gly Arg Glu Leu Phe Leu Ser 

AAA AAA CAC CGA AAA GCC CTA TAT AAA ACA GCC ACC CCG GTT TAT AAA ACC AAC ACT TCC GGC TTG 
Lys Lys Hia Arg Lys Ala Leu Tyr Lys Thr Ala Thr Pro Val Tyr Lys Thr Asn Thr Ser Gly Leu 
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Figure 15 

TCT AAA ACC TCT CAA AGC GTG 
Ser Lys Thx Ser Gin Ser Val 

GTG ATC TTT GAT GTG TCT ATG 
Val He Phe Asp Val Ser Met 

CGC TAT AAA AAC GAG ATT GTC 
Arg Tyr Lys Asa Glu lie Val 

ATT TTT CAA ACC GAT ATT AGA 
lie Phe Gin Thr Asp Zle Arg 

TTC ATG CCT TTT GAA GAG TGC 
Phe Met Pro Phe Glu Glu Cys 

AAA TTA GCG TTT TTA AAC GAT 
Lys Leu Ala Phe Leu Asn Asp 
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GTG GTG TTG AAT GAA AGC TTG 
Val Val Leu Asn Glu Ser Leu 

CAA ATG GAT TTG GGC TTG TTG 
Gin Met Asp Leu Gly Leu Leu 

AAT CAT TAT GAA AAT TTA GCC 
Asn His Tyr Glu Asn Leu Ala 

AAT CCT ATC ATG TAT CTC AAT 
Asn Pro lie Met Tyr Leu Asn 

ATC ACG CAC ACG CGC TTT TGG 
He Thr His Thr Arg Phe Trp 

GAT AAC CCT CAA ATT TTT ATC 
Asp Asn Pro Gin He Phe Zle 



PCT/EP00/05024 



GAT ATC AAT GAG GAC ATG TCT TCA 
Asp He Asn Glu Asp Met Ser Ser 

CTC TAT GAT TTT GAC CCT AAC AAG 
Leu Tyr Asp Phe Asp Pro Asn Lys 

AAC ACG CTC AAC CGC AAG ATT GAG 
Asn Thr Leu Asn Arg Lys lie Glu 

TCT TTA AGA AAT CCC ATT TTG CAT 
Ser Leu Arg Asn Pro He Leu His 

TGG TTT TTA TCC ACT AAA GTG GAA 
Trp Phe Leu Ser Thr Lys Val Glu 

CCT GTA GCG GAG TGA 
Pro Val Ala Glu 



HPN013 

ATG AAA GCG TTG AAG ACT TTT TTA AAA AAA TCC CTT ATT CTG TTA CTA GCA ATT GCC TTA AAC CAC 
Met Lys Ala Leu Lys Thr Phe Leu Lys Lys Ser Leu He Leu Leu Leu Ala He Ala Leu Asn His 

TTA AAC GCT GTG GCT ATG ATT GTG GAT AAT CCT ACG GAG AAC GCT TGG AAT GGT GCT AAA AGA GCA 
Q Leu Asn Ala Val Ala Met He Val Asp Asn Pro Thr Gin Asn Ala Trp Asn Gly Ala Lys Arg Ala 

% 1:00 <SAT GAA AGC AAG TGG GCT AAA CAT TTA GCC ACT ATT ACT GAA AGG ATC AAG CTC GCT CAA GAC 

^? Tr P Asp Glu Ser Lys Trp Ala Lys His Leu Ala Thr He Thr Glu Arg He Lys Leu Ala Gin Asp 

ACA TTA GAT AGG GCT AAT CAG ACG CTT AAT TCC ATC AAC AAA GTG AAT GAT GTT TTG AAC AAA ACC 
Thr Leu Asp Arg Ala Asn Gin Thr Leu Asn Ser He Asn Lys Val Asn Asp Val Leu Asn Lys Thr 

AAT CAA TTT CTA ACA GGC AGT ATT TTA AGC ATC CCC AAT CCC ATG CAG TAT GTA GAA AAA ATC CAA 
Asn Gin Phe Leu Thr Gly Ser He Leu Ser He Pro Asn Pro Met Gin Tyr Val Glu Lys He Gin 

s AGT TTT GCC AAG CAA GTT CAA GCC AAT ACT GAA AGG ATC AAA GAA AAT GCA CAA AAC TAT GAT ATA 

^ Ser pne Ala Lys Gin Val Gin Ala Asn Thr Glu Arg He Lys Glu Asn Ala Gin Asn Tyr Asp He 

M CG£ AAT CAA ATT GCA GCC AAA CGC ATC TCT GAA AAA TGC CCT GAA CTC AAT TGG GAT GTC AGT CAA 

L|j Ar9 Asn Gln Ile Ala Ala *y» Arg He Ser Glu Lys Cys Pro Glu Leu Asn Trp Asp Val Ser Gin 

GAC GCG AGC CCT ACA GAG AAA AAC TTA «CAC CAA TTT TTC ACG AGC AAG GGG AAA GAA AGC GCT AAC 
□ ^P A 1 * s « Pro Thr Glu Lys Asn Leu His Gin Phe Phe Thr Ser Lys Gly Lys Glu Ser Ala Asn 

r * ACA AAG GCT CTA AAG GAT TTT GCT AAC GCC ATA GGT AAC ACT CAA ATC AGC ACG GCG AAC GAT TTA 

Thr Lys Ala Leu Lys Asp Phe Ala Asn Ala He Gly Asn Thr Gin He Ser Thr Ala Asn Asp Leu 

„^ °GA GCT GGA CTT AGA GGC AGA GCC TTA TTA GAA TAC ATT TGC ATT CAA AAA GGC AAT TTA GAA GCG 

" GX y Ala Gly Leu Arg Gly Arg Ala Leu Leu Glu Tyr He Cys He Gin Lys Gly Asn Leu Glu Ala 

GCT AAA AAA ATC CAA TTA TTA GAC AGC CAA ATG ACT TTA GCT CTA CTC AAT AAC GAC TAT ACG GCT 
Ala Lys Lys He Gin Leu Leu Asp Ser Gin Met Thr Leu Ala Leu Leu Asn Asn Asp Tyr Thr Ala 

TAT GAA AAA CTT AGA GCT GAA AAA GAA GAA TTA AAA AGA CAA ATC GCT TCA AAT GTG TAT GCG AAA 
Tyr Glu Lys Leu Arg Ala Glu Lys Glu Glu Leu Lys Arg Gin He Ala Ser Asn Val Tyr Ala Lys 

GTC AAA CAG CTT GTT GTA GCT TCC CAA GAT AGA GCG TTT AGT CAA ATG GAT AAT GAG TTG GGC GTT 
Val Lys Gin Leu Val Val Ala Ser Gin Asp Arg Ala Phe Ser Gin Met Asp Asn Glu Leu Gly Val 

AAA ACT TTT GGG TTC AAC GAT GAG AAT GTT AAA AAA GGT TAT TGC AAG AAA GAA AAC AGA AAT GGC 
Lys Thr Phe Gly Phe Asn Asp Glu Asn Val Lys Lys Gly Tyr Cys Lys Lys Glu Asn Arg Asn Gly 

AAA AGC GAG TGC ATC CCT AAC ATG CTC AAT GTT AAT CGC TTA AAA GCG CAA TTT GAT GAG CTT AAT 
Lys Ser Glu Cys He Pro Asn Met Leu Asn Val Asn Arg Leu Lys Ala Gin Phe Asp Glu Leu Asn 

TTA GAT TAT AGT AGG GAT ATT GCT GGT AAA AAA GGT GAA GCA GCC GCT AAA GTG TTC AAT GAC TAC 
Leu Asp Tyr Ser Arg Asp He Ala Gly Lys Lys Gly Glu Ala Ala Ala Lys Val Phe Asn Asp Tyr 

AAA CAC CGA TTC CAA CAA TTA AGC GTA GAA ACT GCT TTA GAA ATC GCT CAA AAT TTA AGT TTT ATG 
Lys His Arg Phe Gin Gin Leu Ser Val Glu Thr Ala Leu Glu He Ala Gin Asn Leu Ser Phe Met 

AAT AAG ACG CTA GGT TTA ATG GTG CAA ATG CAA AGC TAT GCA TTC AAG CAA CAA ATG. GGC TAT TTT 
Asn Lys Thr Leu Gly Leu Met Val Gin Met Gin Ser Tyr Ala Phe Lys Gin Gin Met Gly Tyr Phe 
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Figure 15 

GAA GAT ATT ATT CCT GCT GAC GCC CTA AAA GAT GAC AAA GAG CAT CAA GAA AAT CTT GAA CAA AAA 
Glu Asp He He Pro Ala Asp Ala Leu Lys Asp Asp Lys Glu His Gin Glu Asa Leu Glu Gin Lys 

CAA CAA GAA ATA GAG AAA GTC TAT AGG GCT AAA TTA GAC GCT TAT GGT TTC CCT AAT GGT ACT GTA 
Gin Gin Glu He Glu Lys Val Tyr Arg Ala Lya Leu Asp Ala Tyr Gly Phe Pro Asn Gly Ser Val 

GGA AAG GCA AGT GGC GTC AAT TCA AAT ACT AAT AAT GAA GCC CCA AGC TCT GAT AAT ATC CAG TCG 
Gly Lys Ala Ser Gly Val Asn Ser Asn Ser Asn Asn Glu Ala Pro Ser Ser Asp Asn He Gin Ser 

TTT AAT CCG TAT TGA 
Phe Asn Pro Tyr 



yfl 
a 

01 



HPN048 

GTG CAA COG ATG AAA TCT AAA AAA CTT TAT TTG GCT TTA ATC ATA GGG GTT TTA TTA CCG TTT TTA 
Met Gin Pro Met Lys Ser Lys Lys Leu Tyr Leu Ala Leu He He Gly Val Leu Leu Ala Phe Leu 

ACC CTA TCT TCA TGG CTG GGT AAT AGC GGT TTA GTG GGG CGT TTT GGG GTG TCG TTT GCC GCA CTC 
Thr Leu Ser Ser Trp Leu Gly Asn Ser Gly Leu Val Gly Arg Phe Gly Val Trp Phe Ala Ala Leu 

AAT AAA AAA TAT TTT GGG CAT CTT TCA TTC ATT AAT TTA CCC TAT TTA GCA TGG GTT TTA TTC CTT 
Asn Lys Lys Tyr Phe Gly His Leu Ser Phe Zle Asn Leu Pro Tyr Leu Ala Trp Val Leu Phe Leu 

TTA TAC AAG ACT AAA AAC CCT TTT ACA GAA ATC GTT TTA GAA AAA ACT TTA GGG CAT CTA TTA GGC 
Leu Tyr Lys Thr Lys Asn Pro Phe Thr Glu Zle Val Leu Glu Lys Thr Leu Gly His Leu Leu Gly 

ATT TTA TCT TTG CTC TTT TTA CAA TCT AGC CTA TTA AAT CAA GGG GAA ATC GGC AAC AGC GCG CGT 
Zle Leu Ser Leu Leu Phe Leu Gin Ser Ser Leu Leu Asn Gin Gly Glu He Gly Asn Ser Ala Arg 

TTG TTT TTA CCC CCT TTT ATA GGG GAT TTT GGG CTT TAT GCG CTG ATA ACG CTT ATG GTA GTT ATT 
Leu Phe Leu Arg Pro Phe Zle Gly Asp Phe Gly Leu Tyr Ala Leu Zle Thr Leu Met Val Val lie 

TCT TAT TTG ATT CTA TTC AAA CTA CCC CCT AAA AGC GTT TTT TAT CCT TAT ATG AAC AAA ACA CAA 
Ser Tyr Leu He Leu Phe Lys Leu Pro Pro Lys Ser Val Phe Tyr Pro Tyr Met Asn Lys Thr Gin 

AAC CTT TTA AAA GAG ATT TAC AAA CAA TGC TTA CAA GCC TTT AGC CCT AAT TTT AGC CCA AAA AAA 
Asn Leu Leu Lys Glu He Tyr Lys Gin Cys Leu Gin Ala Phe Ser Pro Asn Phe Ser Pro Lys Lys' 



GAG GGT TTT GAA AAC ACC CCA TCA GAT ATT CAA AAA AAA GAA ACC AAA AAC GAC AAA GAA AAA GAA 
\=l Glu Gly Phe Glu Asn Thr Pro Ser Asp Zle Gin Lys Lys Glu Thr Lys Asn' Asp Lys Glu Lya Glu 

AAC CGC AAA GAA AAC CCT ATT AAT GAA AAC CAC AAA ACC CCT AAC GAA GAA COG TTT TTA GCG ATC 
Asn Arg Lys Glu Asn Pro Zle Asn Glu Asn His Lys Thr Pro Asn Glu Glu Pro Phe Leu Ala Zle 



CCT ACC CCC TAT AAC ACG ACT TTA AAT GAT TCA GAG CCG CAA GAA GGC TTA GTC CAA ATT TCC TCC 
Pro Thr Pro Tyr Asn Thr Thr Leu Asn Asp Ser Glu Pro Gin Glu Gly Leu Val Gin Zle Ser Ser 

^ CAC 000 CCT ACC CAT TAC ACC ATT TAC OCT AAA AGA AAC CGA TTT GAT GAT TTG ACT AAC CCC ACT 

Hia Pro Pro Thr His Tyr Thr Zle Tyr Pro Lys Arg Asn Arg Phe Asp Asp Leu Thr Asn Pro Thr 

AAC CCC CCT TTA AAA GAA ATT AAA CAA GAA ACT AAA GAA AGA GAA CCC ACG CCT ACA AAA GAA ACT 
Asn Pro Pro Leu Lys Glu- Zle Lys Gin Glu Thr Lys Glu Arg Glu Pro Thr Pro Thr Lys Glu Thr 

CTT ACG CCC ACC ACG CCC AAA* CCT ATC ATG CCC ACA CTT GCA CCC ATA ATA GAA AAT GAC AAC AAA 
Leu Thr Pro Thr Thr Pro Lys Pro Zle Met Pro Thr Leu Ala Pro Zle He Glu Asn Asp Asn Lys 

ACA GAA AAC CAA AAA ACC CCC AAC CAC CCT AAA AAA GAA GAA AAC CCA CAA GAA AAC ACG CAA GAA 
Thr Glu Asn Gin Lys Thr Pro Asn His Pro Lys Lys Glu Glu Asn Pro Gin Glu Asn Thr Gin Glu 

GAA ATG ATA GAA GGA AGG ATA GAA GAA ATG ATA AAG GAA AAT CTA AAA AAA GAA GAA AAA GAA GTG 
Glu Met Zle Glu Gly Arg Zle Glu Glu Met He Lys Glu Asn Leu Lys Lys Glu Glu Lys Glu Val 

CAA AAC GCT CCA AAC TTT AGC CCA CTA ACC CCC ACA AGC GCT AAA AAA CCC GTT ATG GTT AAA GAA 
Gin Asn Ala Pro Asn Phe Ser Pro Val Thr Pro Thr Ser Ala Lys Lys Pro Val Met Val Lys Glu 

TIG AGC GAA AAT AAA GAG ATA TTA GAC GGA TTG GAT TAT GGC GAA GTG CAA AAA CCC AAA GAT TAT 
Leu Ser Glu Asn Lys Glu Zle Leu Asp Gly Leu Asp Tyr Gly Glu Val Gin Lys Pro Lys Asp Tyr 

GAG CTT CCC ACC ACG CAA TTA TTG AAT GOG CTT TCT TTG AAA GAC ACT TCT TTA GAC GAA AAC GAG 
Glu Leu Pro Thr Thr Gin Leu Leu Asn Ala Val Cys Leu Lys Asp Thr Ser Leu Asp Glu Asn Glu 

ATT GAC CAA AAA ATC CAG GAT CTA TTG AGC AAA CTG CGC ACC TTT AAA ATT GAT GGC GAT ATT ATC 
Zle Asp Gin Lys He Gin Asp Leu Leu Ser Lys Leu Arg Thr Phe Lys Zle Asp Gly Asp Zle He 
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Figure 15 

CGC ACT TAT TCA GGC CCT ATT GTA ACC ACT TTT GAA TTC CGC CCA GCC CCT AAC GTT AAG CTG AGT 
Arg Thx Tyr Ser Gly Pro lie Val Tbx Thr Phe Glu Phe Arg Pro Ala Pro Asn Val Lys Val Ser 

CGT ATT TTA GGC TTG AGC GAT GAT TTA GCG ATG ACT TTA TGC GCT GAA TCC ATC CGC ATT CAA GCC 
Arg Zle Leu Gly Leu Ser Asp Asp Leu Ala Met Thr Leu Cys Ala Glu Ser lie Arg lie Gin Ala 

CCT ATT AAG GGT AAA GAT GTC GTT GGC ATT GAA ATC CCT AAC AGC CAA AGC CAA ATT ATT TAT TTA 
Pro lie Lys Gly Lys Asp Val Val Gly Zle Glu Zle Pro Asn Ser Gin Ser Gin Zle Zle Tyr Leu 

AGA GAA ATT CTA GAG AGC GAA TTG TTT CAA AAA TCC AGC TCG CCC TTA ACT CTA GCT TTA GGC AAA 
Arg Glu Zle Leu Glu Ser Glu Leu Phe Gin Lys Ser Ser Ser Pro Leu Thr lieu Ala Leu Gly Lys 

GAC ATT CTG GGT AAC CCT TTC ATC ACG GAT TTA AAA AAG CTC CCC CAT TTG CTC ATC GCT GGC ACG 
Asp lie Val Gly Asn Pro Phe Zle Thr Asp Leu Lys Lys Leu Pro His Leu Leu Zle Ala Gly Thr 



ACA GGA AGC GGT AAG AGC GTG GGC GTG AAT GCG ATG ATT TTA TCC TTA CTT TAT AAA AAC CCT CCC 
Thr Gly Ser Gly Lys Ser Val Gly Val Asn Ala Met Zle Leu Ser Leu Leu Tyr Lys Asn Pro Pro 

GAT CAA CTC AAA TTA CTG ATG ATC GAT CCC AAA ATG GTA GAA TTT AGT ATT TAT GCG GAT ATC CCT 
Asp Gin Leu Lys Leu Val Met Zle Asp Pro Lys Met Val Glu Phe Ser Zle Tyr Ala Asp Zle Pro 

(L-f CAT TTG CTC ACG CCC ATT ATC ACC GAC CCT AAA AAA GCT ATT GGG GCT TTG CAA AGC GTG GCT AAA 
r ^ :; His Leu Leu Thr Pro Zle Zle Thr Asp Pro Lys Lys Ala Zle Gly Ala Leu Gin Ser Val Ala Lys 

Q 

; q GAA ATG GAA CGC GGG TAT TCT TTA ATG AGC GAA TAG AAG GTT AAA ACC ATT GAT TCT TAT AAT GAA 

*L Glu Met Glu Arg Arg Tyr Ser Leu Met Ser Glu Tyr Lys Val Lys Thr Zle Asp Ser Tyr Asn Glu 

WIS 

gj CAA GCC CCA AGT AAC GGC GTT GAA GCG TTC CCC TAT TTG ATT GTG GTG ATT GAT GAA TTA GCG GAT 

Q Gin Ala Pro Ser Asn Gly Val Glu Ala Phe Pro Tyr Leu Zle Val Val Zle Asp Glu Leu Ala Asp 

H TTA ATG ATG ACA GGG GGC AAA GAA GCG GAG TTT CCT ATC GCT AGA ATC GCT CAA ATG GGG CGC GCG 

Li. Leu Met Met Thr Gly Gly Lys Glu Ala Glu Phe Pro Zle Ala Arg Zle Ala Gin Met Gly Arg Ala 

^ AGC GGC TTA CAC CTC ATT GTA GCG ACC CAA CGC CCA AGC GTG GAT GTC GTA ACC GGC TTG ATT AAA 

s Ser Gly Leu His Leu Zle Val Ala Thr Gin Arg Pro Ser Val Asp Val Val Thr Gly Leu Zle Lys 



M 



a 



ACC -AAC TTG CCT TCA AGG GTG AGT TTT AGG GTA GGC ACT AAG ATT GAT TCT AAA GTG ATT TTA GAC 
Thr Asn Leu Pro Ser Arg Val Ser Phe Arg Val Gly Thr Lys Xle Asp Ser Lys Val Zle Leu Asp 



^ ACT GAT GGG GCG CAA AGC TTG TTA GGA AGA GGC GAT ATG CTC TTT ACC CCC CCA GGA GOG AAC GGG 

y Tor Asp Gly Ala Gin Ser Leu Leu Gly Arg Gly Asp Met Leu Phe Thr Pro Pro Gly Ala Asn Gly 



TTA GTG CGC TTG CAT GCC CCC TTT GCC ACT GAA GAT GAA ATC AAA AAA ATC GTG GAT TTT ATT AAA 
Leu Val Arg Leu His Ala Pro Phe Ala Thr Glu Asp Glu Zle Lys Lys Zle Val Asp Phe Zle Lys 

GCC CAA AAA GAA GTA CAA TAG GAT AAA GAT TTC TTG CTA GAA GAA TCA CGC ATG CCT TTA GAC ACC 
Ala Gin Lys Glu Val Gin Tyr Asp Lys Asp Phe Leu Leu Glu Glu Ser Arg Met Pro Leu Asp Thr 

CCT AAT TAT CAA GGC GAT GAC ATT TTA GAA AGG GCT AAA GCG GTG ATT TTA GAA AAA AAG ATC ACT 
Pro Asn Tyr Gin Gly Asp Asp Zle Leu Glu Arg Ala Lys Ala Val Zle Leu Glu Lys Lys Xle Thr 

TCT ACG ACT TTT TTA CAA CGC CAA TTA AAA ATC GGC TAC AAC CAA GCC GCT ACC ATT ACT GAC GAA 
Ser Thr Ser Phe Leu Gin Arg' Gin Leu Lys Zle Gly Tyr Asn Gin Ala Ala Thr Zle Thr Asp Glu 

TTA GAA GCT CAA GGC TTT TTA TCC CCA AGA AAC GCT AAA GGC AAC AGA GAG ATT TTG CAA AAC TTT 
Leu Glu Ala Gin Gly Phe Leu Ser Pro Arg Asn Ala Lys Gly Asn Arg Glu . Zle Leu Gin Asn Phe 

TAA 
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ATG GGT AAT CAT TTT TCT AAA TTA GGA TTT GTT TTA GCC GGA TTA GGA AGC GCG ATA GGT TTA GGG 
Met Gly Asn His Phe Ser Lys Leu Gly Phe Val Leu Ala Ala Leu Gly Ser Ala Zle Gly Leu Gly 

CAT ATC TGG CGT TTC CCC TAC ATG ACT GGG GTG AGT GGT GGG GGT GCT TTT GTT TTA TTG TTT TTA 
His Zle Trp Arg Phe Pro Tyr Met Thr Gly Val Ser Gly Gly Gly Ala Phe Val Leu Leu Phe Leu 

TTT TTA TCT TTA AGC GTT GGC GCG GCG ATG TTT ATC GCT GAA ATG CTA TTA GGA CAA AGC ACT CAA 
Phe Leu Ser Leu Ser Val Gly Ala Ala Met Phe Zle Ala Glu Met Leu Leu Gly Gin Ser Thr Gin 

AAA AAT GTA ACA GAA GCT TTT AAA GAG CTT GAC ATT AAC CCC AAA AAA CGC TGG AAA " TAC GCA GGG 
Lys Asn Val Thr Glu Ala Phe Lys Glu Leu Asp He Asn Pro Lys Lys Arg Trp Lys Tyr Ala Gly 
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Figure 15 

CTT TTG CTT GTT TCT GGG CCA TTA ATA CTG ACT TTT TAC GGC ACC ATT TTA GGT TGG GTG CTT TAT 
Leu Leu Leu Val Ser Gly Pro Leu He Leu Thr Phe Tyx Gly Thr He Leu Gly Trp Val Leu Tyr 

TAT TTG GTG AGT GTT AGT TTT AAT TTG CCT AAC AAT ATC CAA GAA TCT GAA CAA ATT TTT ACT CAA 
Tyr Leu Val Ser Val Ser Phe Asa Leu Pro Asn Asn He Gin Glu Ser Glu Gin He Pfae Thr Gin 

ACT TTG CAG TCT ATA GGG CTA CAA TCC ATA GGG CTT TTT AGC GTT TTA TTG ATA ACC GGA TGG ATT 
Thr Leu Gin Ser He Gly Leu Gin Ser He Gly Leu Phe Ser Val Leu Leu He Thr Gly Trp He 

GTT TCT AGG GGG ATT AAA GAA GGC ATT GAA AAG CTC AAT TTG CTT TTA ATG CCC TTA CTC TTT GCT 
Val Ser Arg Gly He Lys Glu Gly He Glu Lys Leu Asn Leu Val Leu Met Pro Leu Leu Phe Ala 

ACT TTT TTT GGT TTG CTT TTC TAT GCG ATG AGC ATG GAT TCT TTT TCT AAA GCT TTT CAT TTC ATG 
Thr Phe Phe Gly Leu Leu Phe Tyr Ala Met Ser Met Asp Ser Phe Ser Lys Ala Phe His Phe Met 

TTT GAT TTC AAA CCA AAA GAT TTG ACC TCT CAA GTG TTC ACT TAT TCC TTG GGG CAG GTT TTC TTT 
Phe Asp Phe Lys Pro Lys Asp Leu Thr Ser Gin Val Phe Thr Tyr Ser Leu Gly Gin Val Phe Phe 

TCC TTA AGC ATC GGT TTA GGG ATC AAT ATC ACT TAC GCT GCG GTT ACG GAT AAA AGG CAG AAT TTG 
Ser Leu Ser He Gly Leu Gly He Asn He Thr Tyr Ala Ala Val Thr Asp Lys Thr Gin Asn Leu 

£ CTT AAA AGC ACT ATT TGG GTG GTT TTA TCA GGA ATT CTA ATT TCT CTT GTG GCA GGA CTT ATG ATT 

~- P=i Lys Ser Thr He Trp Val Val Leu Ser Gly He Leu He Ser Leu Val Ala Gly Leu Met lie 

yp TTC ACT TTT GTG TTT GAA TAT GGG GCG AAT GTC TCA CAA GGC ACA GGG TTA ATC TTC ACT TCT TTA 

gg Thr Phe Val Phe Glu Tyr Gly Ala Asn Val Ser Gin Gly Thr Gly Leu He Phe Thr Ser Leu 

03 CCG GTG GTT TTT GGC CAA ATG GGA GCG ATA GGC ATT CTT GTT TCG ATT CTT TTC TTG CTC GCG CTC 

□ **o Val Val Phe Gly Gin Met Gly Ala He Gly He Leu Val Ser He Leu Phe Leu Leu Ala Leu 



GCT TTT GCT GGC ATC ACT TCT ACG GTG GCT TTA TTG GAG CCA AGC GTG ATG TAT CTT ACC GAA AGG 
Ala Phe Ala Gly He Thr Ser Thr Val Ala Leu Leu Glu Pro Ser Val Met Tyr Leu Thr Glu Arg 

TAT CAA TAC TCT GGT TTT AAG GTT ACT TGG GGT CTT GTA GCA CTA ATT TTT GTG GTA GGC GTG GTG 
Tyr Gin Tyr Ser Arg Phe Lys Val Thr Trp Gly Leu Val Ala Leu He Phe Val Val Gly Val Val 



TTG ATT TTC TCG CTC CAT AAG GAT TAT AAA GAT TAT CTC ACT TTC TTT GAA AAA AGT CTT TTT GAT 
f"j Leu Ile Ser Leu His Lys Asp Tyr Lys Asp Tyr Leu Thr Phe Phe Glu Lys Ser Leu Phe' Asp 

Q TTG GAT TTT GCA TCA AGC ACC ATT ATC ATG CCT TTA GGC GGG ATG GCA ACC TTT ATT TTT ATG 

pf Trp Asp Phe Ala Ser Ser Thr He He Met Pro Leu Gly Gly Met Ala Thr Phe He Phe Met 

TGG GTT TTG AAA AAA GAA AAA TTG CGT CTT TTG AGC GTG CAC TTT TTA GGC CCT AAA TTG TTT 
Gly Trp Val Leu Lys Lys Glu Lys Leu Arg Leu Leu Ser Val His Phe Leu Gly Pro Lys Leu Phe 

GCA ACT TGG TAT TTC TTG CTT AAA TAT ATC ACC CCT TTA ATT GTG TTT TCC ATT TGG TTG AGC AAG 
m Ala Thr Trp Tyr Phe Leu Leu Lys Tyr He Thr Pro Leu He Val Phe Ser He Trp Leu Ser Lys 

ATT TAT TAA 
He Tyr --- 
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GTG GTC TTT AAA ATT TTA GGT TTA TGG TTA GGG GTG TTT TGT TTC CTT GAG GCT ACG CCT TAT TTA 
Met Val Phe Lys He Leu Gly Leu Trp Leu Gly Val Phe Cys Phe Leu Glu Ala Thr Pro Tyr Leu 

TAC TTG GGC GAA GAG CCT AAA TAT AAA GAC AAT TTC ACG CAT TTT GAA TAC GCT AAC CCT AAC GCT 
Tyr Leu Gly Glu Glu Pro Lys Tyr Lys Asp Asn Phe Thr His Phe Glu Tyr Ala Asn Pro Asn Ala 

AAA AAG GGC GGT GTT TTA AGG AAT GAC GCC ATA GGG ACT TTT GAT AGC CTT AAC CCT TTC GCG CTT 
Lys Lys Gly Gly Val Leu Arg Asn Asp Ala He Gly Thr Phe Asp Ser Leu Asn Pro Phe Ala Leu 

AAA GGC ACT AAA GCT GAA GGC TTG GAT CTG ATT TAT GAC ACT TTA ATG GTG CAA AGT TTA GAC GAA 
Lys Gly Thr Lys Ala Glu Gly Leu Asp Leu He Tyr Asp Thr Leu Met Val Gin Ser Leu Asp Glu 

CCT TTT GCC GAA TAC CCC TTG ATC GCT AAA GAC GCA GAA GTG GCT AAG GAT AAC AGC TAT GTG ATT 
Pro Phe Ala Glu Tyr Pro Leu He Ala Lys Asp Ala Glu Val Ala Lys Asp Asn Ser Tyr Val He 

TTT ACG ATA GAT AAA AGA GCG AGA TTT AGC AAT AAC GCT CCC ATT TTA GCG AGC GAC GTG AAG TTT 
Phe Thr He Asp Lys Arg Ala Arg Phe Ser Asn Asn Ala Pro He Leu Ala Ser Asp Val Lys Phe 

AGT TTT GAT ACG ATC ATG AAA TTA GGA TCG CCT ATT TAT AGG CAG TAT TAC CAA GAT GTT AAA AAG 
Ser Phe Asp Thr He Met Lys Leu Gly Ser Pro He Tyr Arg Gin Tyr Tyr Gin Asp Val Lys Lys 
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Figure 15 

GCG GTT GTT TTA GAC AAA CAC CAT GTT AAA TTC ATT TTC AAA ACC ACT GAA AAT AAA GAG TTG CCT 
AXa Val Val Leu Asp Lys His His Val Lys Phe He Phe Lys Thr Thr Glu Asn Lys Glu Leu Pro 

CTC ATT TTA GGG CAG TTG CAG ATC TTT TCC AAA AAA GCG TTT CAA GAG GAT TAT TTT GAA AAA AAC 
Leu He Leu Gly Gin Leu Gin lie Phe Ser Lys Lys Ala Phe Gin Glu Asp Tyr Phe Glu Lys Asn 

CCC TTA CTC ATT CCT GTT TCT AGC GGC CCT TAT GTG ATC GCT TCT TTT GAT GTG GGC AAG AAA ATC 
Pro Leu Leu He Pro Val Ser Ser Gly Pro Tyr Val He Ala Ser Phe Asp Val Gly Lys Lys He 

ACC TAC CAA AGA AAC CCT AAT TAT TGG GCG AGG AAT TTG CCT AGC AGA AAG GGG CAA TTC AAT TTT 
Thr Tyr Gin Arg Asn Pro Asn Tyr Trp Ala Axg Asn Leu Pro Ser Arg Lys Gly Gin Phe Asn Phe 

GAT CAA ATC AAA TTT GAG TAT TAC AAA GAC GAA ACC ATC GCC TTA CAG GCT TTT TTA AGT GGG GCG 
Asp Gin He Lys Phe Glu Tyr Tyr Lys Asp Glu Thr He Ala Leu Gin Ala Phe Leu Ser Gly Ala 

TAT GAT TGG CGT CTT GAA AGC ACG GCT AAG GTT TGG GCT AGG GGC TAT GTG GGG AAA GCT ATG GAC 
Tyr Asp Trp Arg Leu Glu Ser Thr Ala Lys Val Trp Ala Arg Gly Tyr Val Gly Lys Ala Met Asp 

AAT AAA GAG ATT ACG AAA TAT TTG ATA GCC CAC AAA ATG CCA AGC GGC ATG CAA GGG TTT TTC TTC 
Asn Lys Glu He Thr Lys Tyr Leu He Ala His Lys Met Pro Ser Gly Met Gin Gly Phe Phe Phe 

AAC ACG CGC CGA GAA ATT TTC AAG GAT AAA AGG GTG CGT GAA GCC TTA TTT TAT GCG TTT GAT TTT 
Asn Thr Arg Arg Glu He Phe Lys Asp Lys Arg Val Arg Glu Ala Leu Phe Tyr Ala Phe Asp Phe 

GAA TGG GCG AAT AAA AAT TTG TTT TTT TOG CAA TAC AAG CGC ACC ACC AGT TTT TTC AGT AAC TCT 
Glu Trp Ala Asn Lys Asn Leu Phe Phe Ser Gin Tyr Lys Arg Thr Thr Ser Phe Phe Ser Asn Ser 

03 ATC TAT GCG TCC CCT CCC CTC CCA AGC CCT GAA GAA AAA GCC TTG CTA GCC CCT TAT GAA AAG AGT 

p He Tyr Ala Ser Pro Pro Leu Pro Ser Pro Glu Glu Lys Ala Leu Leu Ala Pro Tyr Glu Lys Ser 

H TTG GAT GAA AGG GTT TTT AAA GAG CCT TAT GTC GTG CCT AGA ACC GAT GGA GTT GAT GTT TTA GGC 

M Leu Asp Glu Arg Val Phe Lys Glu Pro Tyr Val Val Pro Arg Thr Asp Gly Val Asp Val Leu Gly 

^ TAT AAT TTG AGG GAA AAT TTA AAA TAC GCC CAA AAG CTT TTA GAG AGC ACG GGC TTT TCT TAC AAA 

£ Tyr Asn Leu Arg Glu Asn Leu Lys Tyr Ala Gin Lys Leu Leu Glu Ser Thr Gly Phe Ser Tyr Lys 

pS AAC ATG CGT TTG GTG GAT AAG AAT AAC AAG OCT TTC AGT TTC ACT TTG CTT TTA AAT AGC CCG GCA 

H Asn Met Arg Leu Val Asp Lys Asn Asn Lys Pro Phe Ser Phe Thr Leu Leu Leu Asn Ser Pro Ala 

'tl TTT GAA AGA CTG GCC CTA GCT TTT GCT AAA AAC TTA AGG GTG TTA GGG ATT GAA ATG AAA ATC CAA 

W Pne Glu Arg Leu Ala Leu Ala Phe Ala Lys Asn Leu Arg Val Leu Gly He Glu Met Lys He Gin 

AGA GTG GAT TTA AGC CAG TAT GTC AAT GGG ATC AAA AGC TAT GAT TTT GAC ATG ATT CTA GGA GTG 
r "* Arg Val Asp Leu Ser Gin Tyr Val Asn Arg He Lys Ser Tyr Asp Phe Asp Met lie Val Gly val 

w ATT GGC CAA TCG TCT TTC CCA GGT AAT GAG CAG CGC TTT TAT TTT GGT TCT TTG AGT GCG AAA GAA 

f He Gly Gin Ser Ser Phe Pro Gly Asn Glu Gin Axg Phe Tyr Phe Gly Ser Leu Ser Ala Lys Glu 

AAA GGC ACA AGG AAT TAT GCG GGA ATC TCT AGT AAA GCG GTA GAT GAT TTG ATT GAA AAA ATC ATT 
Lys Gly Thr Arg Asn Tyr Ala Gly He Ser Ser Lys Ala Val Asp Asp Leu tie Glu Lys He He 

AAC GCT AAA GAT TAC AAG GAA CAA TTG GCC GCC ATT CAA GCG ATG GAT AGG GTA TTG TTG 2?* 
Asn Ala Lys Asp Tyr Lys Glu Gin Leu Ala Ala He Gin Ala Met Asp Arg Val Leu Leu Trp Gly 

TTT TAT GTG ATA CCG CAT TTT TAT TTG CCT AAT TAC AGG ATC GCA GCG TAT AAT TAC ATT GGC ATG 
Phe Tyr Val He Pro His Phe Tyr Leu Pro Asn Tyr Arg He Ala Ala Tyr Asn Tyr He Gly Met 

CCT GAA ATC AGC CCT AGC TAT GGA TTT TCG CCG TAT TTG TGG TGG ATA AAA GAA AAG GAT CTT CAA 
Pro Glu He Ser Pro Ser Tyr Gly Phe Ser Pro Tyr Leu Trp Trp He Lys Glu Lys Asp Leu Gin 

TGA 
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ATG AAA AAT CAA CAC AAA AAT CCC CTA ACA 
Met Lys Asn Gin His Lys Asn Pro Leu Thr 

TTA TTT TTC TGC TTT ATT CTA GGA GCG TTT 
Leu Phe Phe Cys Phe He Leu Gly Ala Phe 

ATT ATC ACC ACT AAA GAA ATT GAC GCT AAT 



AAA GCT TTA ATG AAA ACT TAT CCA TAT AAC CAT TTT 
Lys Ala Leu Met Lys Thr Tyr Pro Tyr Asn Hia Phe 

TTA TTA GGT TTG CTC AGT CCA GCT TAT GCT TTA AGT 
Leu Leu Gly Leu Leu Ser Pro Ala Tyr Ala Leu Ser 

TTG CTT AAT GGA GCG ATA GAA AGC AGG GTG GTG TTA 
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Figure 15 

lie He Thr Thr Lys Glu He Asp Ala Asn Leu Leu Asn Gly Ala He Glu Ser Arg Val Val Leu 

GGC AAG AGG GTG TTT AAA GTA GAA GCT CAT GGG TTT TAT TTT AGA AAC AAT GCG ACT AAC AGC ATA 
Gly Lys Arg Val Phe Lys Val Glu Ala His Gly Phe Tyr Phe Arg Asn Asn Ala Thr Asn Ser lie 

GAT ATA GAA ATC ACC AGT CTT TTA AGA GAC AAT CAA TOG TTT CCT TTG ACT AGC AGT GCT AAA ACC 
Asp He Glu He Thr Ser Leu Leu Arg Asp Asn Gin Ser Phe Pro Leu Thr Ser Ser Ala Lys Thr 

AGT TTA AAA ATA CCT CCT AAC CCC AAG ATT AAA AAA TCC ACT ATC CTT GTT TTG AAA GGC GAG AAC 
Ser Leu Lys He Pro Pro Asn Ala Lys He Lys Lys Ser Thr He Leu Val Leu Lys Gly Glu Asn 

GCT GAA GAA GTG GCT AAG ATT TTA GGC GTT AGC AAA GAA GAA TAC CAA AAG CTA GAA AAC ATC GCT 
Ala Glu Glu Val Ala Lys He Leu Gly Val Ser Lys Glu Glu Tyr Gin Lys Leu Glu Asn He Ala 

CAA ACC AAA GCG GCT AAT GAC CCT ATC TAT GCT AAC ACG CCT TTT AGT AAT GGT TCT GAT AGT TCC 
Gin Thr Lys Ala Ala Asn Asp Pro Met Tyr Ala Asn Thr Pro Phe Ser Asn Gly Ser Asp Ser Ser 

TTT TAC GAT AAC AAT CCT AAT AGC CCT AGC AAT AAC GCT ATC AAT GGC AAA GAT GGC GCA AAT GGG 
Phe Tyr Asp Asn Asn Pro Asn Ser Pro Ser Asn Asn Ala He Asn Gly Lys Asp Gly Ala Asn Gly 

AGT AAC GGC TAT GGG GCA AAT GGC AAT GAT GGG GTA AAT GGG ATC AGT GGG AGT AAT GGT GCA AAT 
Ser Asn Gly Tyr Gly Ala Asn Gly Asn Asp Gly Val Asn Gly He Ser Gly Ser Asn Gly Ala Asn 

GGG AGT CAT TCA AXT AAT AAT GCA ATA GGC AGT GGT ATT GAT ACA GAT GGC GTG TTA GGG GTG GAT 
q Gly Ser His Ser Asn Asn Asn Ala He Gly Ser Gly He Asp Thr Asp Gly Val Leu Gly Val Asp 

iO GGG GTG AAT GGC TCT AGT TCT TCA AGT GGC GGC TCT GTA GGG GGT TAT GAG AAT AAT TTC ACT AAT 

yg Gly Val Asn Gly Ser Ser Ser Ser Ser Gly Gly Ser Val Gly Gly Tyr Glu Asn Asn Phe Thr Asn 

*y CAT GGC TCT ACT AAC AAT AAC ACA GGA GGG TAT GAC AAT TTT AAT AAT GGC AGC TCA AGT GGT GGG 

Q His Gly Ser Thr Asn Asn Asn Thr Gly Gly Tyr Asp Asn Phe Asn Asn Gly Ser Ser Ser Gly Gly 

AGT TTA GGG AAT GGG GGG CTT TTC CCT ATT CCT TTT GGT AAT GGA GAC ACA AAC AAT TCC AAT AAT 
M* Ser Leu Gly Asn Gly Gly Leu Phe Pro He Pro Phe Gly Asn Gly Asp Thr Asn Asn Ser Asn Asn 



TCC ACT AAC ACC ACT AGC CCA ACT AAT GGC AGT AGT TCT AAT AAC GCC ACT AAT CCT AGT TCG CAA 
Ser Thr Asn Thr Thr Ser Pro Thr Asn Gly Ser Ser Ser Asn Asn Ala Thr Asn Pro Ser Ser Gin 

GAA AAC AAT TAC TCC AGC CAG TAT TGT AAA GTG CCA GAG TTA AGC CCC AAC AAC ACG ATG AAA CTA 
Glu Asn Asn Tyr Ser Ser Gin Tyr Cys Lys Val Pro Glu Leu Ser Pro Asn Asn Thr Met Lys Leu 



pi GAT GTT ATC GCT AAA GAT GGC TCT TGT ATT TCT ATG AAC GCT TTA AGA GAT GAC ACT AAA TGC GCT 

Asp Val He Ala Lys Asp Gly Ser Cys He Ser Met Asn Ala Leu Arg Asp Asp Thr Lys Cys Ala 



TAT AGA TAC GAT TTT GAA GCC GGT AAA GCC ATC AAG CAA ACG CAA TAC TAC TAT GTA GAT AGG GAA 
Tyr Arg Tyr Asp Phe Glu Ala Gly Lys Ala He Lys Gin Thr Gin Tyr Tyr Tyr Val Asp Arg Glu 

AAT AAA ACG CAA AAT ATC GGT GGT TGT GTG GAT TTA CAA GGC GCT CAA TAC GCC ATG CAA CTT TAC 
Asn Lys Thr Gin Asn He Gly Gly Cys Val Asp Leu Gin Gly Ala Gin Tyr Ala Met Gin Leu Tyr 

AAA GAT GAC AGC AAA TGC GCC TTA CAA ACC ACG AGC GAT AAA GGT TAT GGT ATG GGG AAA ACG CAA 
Lys Asp Asp Ser Lys Cys Ala Leu Gin Thr Thr Ser Asp Lys Gly Tyr Gly Met Gly Lys Thr Gin 

ACC TTT CAA ACT GAA ATC GTG TTT CGT GGG ATG GAC AAT TTA ATC CAT GTC GCT GTG CCT TGC AGC 
Thr Phe Gin Thr Glu He Val Phe Arg Gly Met Asp Asn Leu He His Val Ala Val Pro Cys Ser 

GAT TAT GCA AGG GTG CAA GAC AGG ATT GTT AGG TAT GAA AAA AAT GAT AAA ACC CAA ACC TTA ACG 
Asp Tyr Ala Arg Val Gin Asp Arg He Val Arg Tyr Glu Lys Asn Asp Lys Thr Gin Thr Leu Thr 

CCT ATA GTG GAT CAG TAT TAT AAT GAT CCT AAC AAC CCT AAC AAG CAA GAG ATT TTA AAT CGT GGG 
Pro He Val Asp Gin Tyr Tyr Asn Asp Pro Asn Asn Pro Asn Lys Gin Glu He Leu Asn Arg Gly 

ATT GCC ACC CAA TTA AGC TCG CAA TAT CAA GAA TTT GCA TGC GGT CAA TGG GAA TAC AAT GAC GCT 
He Ala Thr Gin Leu Ser Ser Gin Tyr Gin Glu Phe Ala Cys Gly Gin Trp Glu Tyr Asn Asp Ala 

AAA TTA GAA GCC AAA AGA CCT ACA ATG CTA AAA AGC TAT AAC AAG CTT AAT GGA GAA TGG GTA GAA 
Lys Leu Glu Ala Lys Arg Pro Thr Met Leu Lys Ser Tyr Asn Lys Leu Asn Gly Glu Trp Val Glu 



GTT ACG CCC TGT AAT TTT GAA GCA GGG ATT AAA 
Val Thr Pro Cys Asn Phe Glu Ala Gly He Lys 

GTG CCT AGT TCT AAA GTC TTA AGC GAT ATT ACT 
Val Pro Ser Ser Lys Val Leu Ser Asp He Thr 



AGC GGT GCG GTT GTT AGC CCT TAT GTG ATG GGC 
Ser Gly Ala Val Val Ser Pro Tyr Val Met Gly 

ACA AGC CAT TAT TTT AGG ATA GAA AGG AAA AAT 
Thr Ser His Tyr Phe Arg He Glu Arg Lys , Asn 
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Figure 15 

TAT GGT GAG AGA GAA CAA TGC CAA AAA CTT TAT GGA GTC AAT CGT TGC CAA CCG CAA TAT TCC ATA 
Tyr Gly Glu Arg Glu Gla Cys Gin Lys Leu Tyr Gly Val Asn Arg Cys Gin Pro Gin Tyr Ser He 

CTG ATC CT A GTA TCA CCG ATT GGA GCG CCA CTT ACA AAA CCA CTA CCA CCC AAA CCA CTC AAC CTT 
Leu He Leu Val Ser Pro He Gly Ala Pro Leu Thr Lys Pro Leu Pro Pro Lys Pro Leu Asn Leu 

ATT TAC GCC GAG CCC AAC ATA ATG AAA AAC ACC CCA CAA CCT ATA ATC TTA TCA CCA CTC AAA CCA 
He Tyr Ala Gin Pro Lys He Met Lys Asn Thr Pro Gin Pro He He Leu Ser Pro Leu Lys Pro 

CCA TCA ACA GGA CTC AAA GCG TTT TCA 
Pro Ser Thr Gly Leu Lys Ala Phe 
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AAA ACC ACT CTT GGG CCT AAT GAA CAG 
Lys Thr Thr Leu Gly Pro Asn Glu Gin 

AAA ACC CTG ACT TTT TAT GAT GAT TTG 
Lys Thr Leu Thr Phe Tyr Asp Asp Leu 

ATT ATC CCT AGC TAT GTG ATC ACT AAT 
Zle Zle Pro Ser Tyr Val Zle Thr Asn 

TCG GGC GTG CTT TTA GAA AAC AAC GAC 
Ser Gly Val Leu Leu Glu Asn Asn Asp 

ATC AAA CGC TTT TCT AAC ACC CTC TTT 
Zle Lys Arg Phe Ser Asn Thr Leu Phe 

ACT AAA GAT TCT CAA GGT TTT GAA GCC 
Thr Lys Asp Ser Gin Gly Phe Glu Ala 

TTC ATT TCC CTT AAA AAT GAA GCG AAT 
Phe Zle Ser Leu Lys Asn Glu Ala Asn 

AAA GCG ATT TCA CCC ATG CTC ACT GAT 
Lys Ala Zle Ser Pro Met Leu Thr Asp 

GTG TTT GTT TTA CTG GAT TAT TTG TAT 
Val Phe val Leu Leu Asp Tyr Leu Tyr 

ACG ATT ATC GTG CGC CTA ATC CTT TAC 
Thr Zle Zle Val Arg Leu Zle Leu Tyr 

AAA GAA TTA GCC CCC AAA ATG AAA GAA 
Lys Glu Leu Ala Pro Lys Met Lys Glu 

GCC CAC ATG ATG CAG CTT TAC AAA AAA 
Ala His Met Met Gin Leu Tyr Lys Lys 

TTA CAA ATC CCG GTG TTT TTT GOG ATT 
Leu Gin Zle Pro Val Phe Phe Ala Zle 

GAG TGG ATC TTA TGG ATT CAT GAT TTA 
Glu Trp Zle Leu Trp Zle His Asp Leu 

GGA GCG TCT ATG TAT TGG CAC CAA AGC 
Gly Ala Ser Met Tyr Trp His Gin Ser 

ATT TTT AAA CTC TTA CCC CTA TTA TTT 
Zle Phe Lys Leu Leu Pro Leu Leu Phe 

TAT TGG ACC ACA AAC AAC ATC CTT TCG 
Tyr Trp Thr Thr Asn Asn Zle Leu Ser 

AAA AAA OGA GCG CAC CGC GAA AAC AAA 
Lys Lys Arg Ala His Arg Glu Asn Lys 
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Figure 15 
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Met Asn Phe Phe Lys lie Leu Leu Met Glu Leu Arg Ala He Val Ser His Lys Gly Val Leu Leu 

Q ATC CTT ATA GGC GCT CCT TTA ATC TAT GGC TTG TTA TAC CCT TTG CCT TAT TTA AAA GAC ATC GTA 

yg Ile I**u He Gly Ala Pro Leu He Tyr Gly Leu Leu Tyr Pro Leu Pro Tyr Leu Lys Asp He Val 

ACG CAG CAA AAA ATC GCC CTT GTA GAT GAA GAC AAT TCC TTC CTT TCT AGG CAA TTA GCC TTC ATG 
pj Thr Gin Gin Lys He Ala Leu Val Asp Glu Asp Asn Ser Phe Leu Ser Arg Gin Leu Ala Phe Met 



GCG CAA AGC TCC AAC GAG TTA GAA ATC GCT TTT TTT AGC CCC TCT ATG CTG GAA GCC AAA AAG CTT 
Ala Gin Ser Ser Asn Glu Leu Glu He Ala Phe Phe Ser Pro Ser Met Leu Glu Ala Lys Lys Leu 

TTA AAA GAA GAA AAA ATT TAT GGG ATC TTG CAT ATC CCT TOG TAT TTT GAA GCC AAT ATC CAT AAG 
Leu Lys Glu Glu Lys He Tyr Gly He Leu His He Pro Ser Tyr Phe Glu Ala Asn He His Lys 

CAG GTG CCT GTA ACG ATA GAT TTT TAT GCG AAT TCC AAT TAC TTT TTG ATT TAT GGC ACC TTA GCG 
Gin Val Pro Val Thr He Asp Phe Tyr Ala Asn Ser Asn Tyr Phe Leu He Tyr Gly Thr Leu Ala 



\ A AAT GCG GTG GTG GAG AGC ATC AAC GCT TTA AAT GAT GAG ATA AGA TTC AAA CGC AAC GCC CAA ATA, 

t~ Asn Ala Val Val Glu Ser He Asn Ala Leu Asn Asp Glu He Arg Phe Lys -Arg Asn Ala Gin He 

Q GA A GAA GCT GAA TTA GGG ACA GAC GGG ATT AAA ATC AGG CCT ATC GCT TTG TAT AAC CCT ACT GAG. 

<31u Glu Ala Glu Leu Gly Thr Asp Gly He Lys He Arg Pro He Ala Leu Tyr Asn Pro Ser Glu: 

GGG TAT TTG AAT TAC GCG CTC TCT AGC GTG TTT ATT TTC AYY TTA CAC CAG GTG ATG CTC ATT GCA 
Gly Tyr Leu Asn Tyr Ala Leu Ser Ser Val Phe He Phe ? Leu His Gin Val Met Leu lie Ala 

} AGC AGC ATG TTT ACT AGC TCT AGG CGT TTG GAA TTA GCC CTT TTA GAT AAA AAG CAA ATC GCT TTA 

Ser Ser Met Phe Thr Ser Ser Arg Arg Leu Glu Leu Ala Leu Leu Asp Lys Lys Gin He Ala Leu 

AGG CTG TGC GCA AGA CTC TTG GTG TTT ATG GCA GCG TTT AGC GKT TTT GTT TTG TTG TAT TTT GGG 
Arg Leu Cys Ala Arg Leu. Leu Val Phe Met Ala Ala Phe Ser ? Phe Val Leu Leu Tyr Phe Gly 

GCG CTG TTT TCT TTT TAT GGG ATC GAA CGG CAT GCG ACT GCT TTA ATG GTG TTT TTG AAT AGC TCC 
Ala Leu Phe Ser Phe Tyr Gly He Glu Arg His Ala Ser Ala Leu Met Val Phe Leu Asn Ser Ser 

ATA TTC ATG CTT GCA ACC TTG AGT TTG GGG TCG TTT TTA GGC GCA TGG ATC AAA AAT GAA GCC CAC 
He Phe Met Leu Ala Thr Leu Ser Leu Gly Ser Phe Leu Gly Ala Trp He Lys Asn Glu Ala His 

ACC ACT CAA ATC GTT TTG ATT TCT TCT TTG CCC TTG ATT TTT ATG ATG GGT TTT GTG TGG CCT TTT 
Thr Thr Gin He Val Leu He Ser Ser Leu Pro Leu He Phe Met Met Gly Phe Val Trp Pro Phe 

GAA TCC TTG CCC TCT TAT TTG CAG GTT TTC GTT CAA ATA GTG CCT GCT TAT CAT GGG ATC AGT TTG 
Glu Ser Leu Pro Ser Tysc Leu Gin Val Phe Val Gin He Val Pro Ala Tyr His Gly He Ser Leu 

TTA GGG CGA TTG AAT CAA ATG CAT GCG GAA TTT ATA GAT GTT TCT GTC CAT TTT TAT GCG CTT ATT 
Leu Gly Arg Leu Asn Gin Met His Ala Glu Phe He Asp Val Ser Val His Phe Tyr Ala Leu He 

GCG ATT TTT ATT GOG AGT TTT ATA GGG AGT GTC TTT AAA CTC AGC TCT TTA AAG AAA GCT TGT GAA 
Ala He Phe He Ala Ser Phe He Gly Ser Val Phe Lys Leu Ser Ser Leu Lys Lys Ala Cys Glu 

AAC GCT TAA 
Asn Ala 
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Figure 15 

HPC013 

ATG AAA GCG TTA AAG ATT TTT TTA AAA AAA TCC CTT ATT CTG TTG TTG GCG ATT GCT TTA AGC CAC 
Met Lys Ala Leu Lys He Phe Leu Lys Lya Ser Leu He Leu Leu Leu Ala He Ala Leu Ser His 

CTG AAC GCT GTG GCT ATG ATT CTG GAT AAT CCT ACG CAG AAT ATC TGG CAA CAA GCA AAA GAC GCT 
Leu Asn Ala Val Ala Met He Val Asp Asn Pro Thr Gin Asn He Trp Gin Gin Ala Lya Aap Ala 

ATA GAC AAG TCT CGC TTT GTT CAA CAG GTC AAT CAT TGG GCT GAC CAA ATC AAA AAA TAG CAA GAT 
He Asp Lys Ser Arg Phe Val Gin Gin Val Asn His Trp Ala Asp Gin He Lys Lys Tyr Gin Asp 

***** ATA GAA AAA GCT CAA TCA ACC ATT AAC CAA CTA AAT AAA GTG AAT GAT ATT TTA CTG AAA ACC 
Met lie Glu Lys Ala Gin Ser Thr He Asn Gin Leu Asn Lys Val Asn Asp He Leu Leu Lys Thr 

AAT CAG TTT ATG AAT GGT TCT ATT TTA AAT ATC CCT AAC CCT ATG GGT TTA GTA GAA AAT GCA ACT 
Asn Gin Phe Met Asn Gly Ser He Leu Asn He Pro Asn Pro Met Gly Leu Val Glu Asn Ala Thr 

S?* AAG AAT GTA AAG TCA AAC GCT CTC GCC CTA CAA GAA AGC GCT AAA AAC TAC AAT CTA 

Gin He Ala Lys Asn Val Lys Ser Asn Ala Leu Ala Leu Gin Glu Ser Ala Lys Asn Tyr Asn Leu 

GCC GAA AAA TTT TTA TTA CGA AAT ATT CCT AGC AAA TGC CCT GAA TTA GAT ATG AAT AAA ATT AAC 
Ala Glu Lys Phe Leu Leu Arg Asn He Ala Ser Lys Cys Pro Glu Leu Asp Met Aan Lys He Asn 

CCA AAA ACA AAA GAG ATT TTT TTC TCC GAT AAG GGA AAA GAA AAG ACT GCC GCT AGA CAA GCT TTA 
Pro Lys Thr Lys Glu He Phe Phe Ser Asp Lys Gly Lys Glu Lys Ser Ala Ala Arg Gin Ala Leu 

CAA AAT TTA GCT AAT GCA CTT GGA AAT ACA CAA ATT ACA ACC ACT CAA CAT ATA ACA ACA ACT TTA 
Glu Asn Leu Ala Asn Ala Leu Gly Asn Thr Gin He Thr Thr Thr Gin His He Thr Thr Ser Leu 

ACT GGT AGG GCT TTY AGC AGA CTT YAT TTG CAA AAC AAA AGA GCA AGA ACT TTT AGC AGA VAA AAA 
Ser Gly Arg Ala ? Ser Arg Leu ? Leu Gin Asn Lys Arg Ala Arg Thr Phe Ser Arg ? Lys 

AGC AAC AAT ACC TAG 
Ser Aan Asn Thr 

HPC024 

Tf7 TCT ATG TTT GCT TCG TTA ***** ACT CGT ATC ATG CTG GTC 0X5 TTA GCC GCT CTT 

Met Met Phe Ser Ser Met Phe Ala Ser -Leu Gly Thr Arg He Met Leu Val ValTeu Ala Ala Leu 

r3!t S?^ JTA GGG GGG CTT TTT ATT GGT TTT GTA AAG GTT ATG CAA AAA GAT GTG CTA GOG CAA CTC 
Leu Gly Leu Gly Gly Leu Phe He Gly Phe Val Lys Val Met Gin Lys Asp Val Leu Ala Gin. Leu 

?J? TTA GAA ACC GGG CAA TAC AAA AAG CGT GAA AAA ACG CTC GCT TAC ATG ACA AAA CTT 

Met giu His Leu Glu Thr Gly Gin Tyr Lys Lys Arg Glu Lys Thr Leu Ala Tyr Met Thr Lys Leu 

T*n\ GGC ATT CAT GAA TAT TAC AAA ACT TTT GAC AAT GCT ACT GCA AGA AAA ATG GCG TTG 

*eu Glu Gin Gly He His Glu Tyr Tyr Lys Ser Phe Asp Asn Ala Thr Ala Arg Lys Met Ala Leu 

GAT TAT TTT AAA CGC ATC AAC CAC GAT AAA GGC ATG ATT TAT ATG GTG GTG GTG GAT AAA AAC GGG 
Asp Tyr Phe Lys Arg He Asn Asp Asp Lys Gly Met He Tyr Met Val Val Val Asp Lys Asn Gly 

GTG GTG CTG TTT GAT CCG 
Val Val Leu Phe Asp Pro 

HPC034 

ATG AAA AAA TTG GTT TTA ATC ATC TTT TTA ACG CTA ACA CTT TCA ATA TCT GCA AAA GAA GTG AAA 
«et Lys Lys Leu Val Leu He He Phe Leu Thr Leu Thr Leu Ser He Ser Ala Lys Glu Val Lya 

tt^ TTT TTA GAA ACT TCA GAC ATT CAT GGG GGG CTT TTT TCG TAT GAT TAT GCG ACT GGC GAG 

lie Val Phe Leu Glu Thr Ser Asp He His Gly Arg Leu Phe Ser Tyr Asp Tyr Ala Thr Gly Glu 

CAA AAA CCC GAT AAC GGC TTG ACA AGG ATT GCG ACT TTA ATC AAA AAG CAA AGG GCT GAA AAT AAA 
UAa Ly3 Pro Asp Asn Gly Leu Thr Arg He Ala Thr Leu He Lys Lys Gin Arg Ala Glu Aan Lys 

v^T xr^T TTG ATT GAC AGC GGG GAT TTG TTG CAG GGC AAT AGO GCG GAG TTG TTT AAC GAT GAG 
Asn vai val Leu He Asp Ser Gly Asp Leu Leu Gin Gly Asn Ser Ala Glu Leu Phe Asn Asp Glu 

CCC ATT CAC CCG CTC GTT TTA GCC GAA AAC GAT TTG AAA TTT GAT ATT CGT GTG CTT GGG AAT CAC 
IAe Hxa Pro ***** Val Leu Ala Glu Asn Asp Leu Lys Phe Asp He Arg Val Leu Gly Asn His 

Glu Phi AAG GAT TTT TTA GAG AAA AAC ATT AAG GGG TTT AAT GGT GAT GTC GTG AAT 

U * ne Aaa Phe Ser Lys Asp Phe Leu Glu Lys Asn He Lys Gly Phe Asn Gly Asp Val Val Asn 
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Figure 15 

GCG AAT ATC ATC AAC ACT ATA GAC AAT AAG CCG TTT GTA AAG CCT TAT GCA ATT AAA ACA ATT GAT 
Ala Asa lie He Lys Thr He Asp Asn Lys Pro Phe Val Lys Pro Tyr Ala He Lys Thr He Asp 

GGC GTG AGG GTG GCG GTT GTG GGG TAT GTG GTG GCG CAC ATC CCC ACT TGG GAG GCC GCT ACG CCT 
Gly val Arg Val Ala Val Val Gly Tyr Val Val Ala His He Pro Thr Trp Glu Ala Ala Thr Pro 

Glu His Phe Ala Gly Leu Lys Phe Leu Asp Ala Lys Glu Ala Leu Lys Lys Thr Leu Lys Glu Leu 

AAA GGG AAG TAT GAT ATT TTG ATT GCT GCT TTT CAT TTG GGG CGA GAA GAT GAG AAA GGT GGC GAC 
Lys Gly Lys Tyr Asp He Leu He Gly Ala Phe His Leu Gly Arg Glu Asp Glu Lys Gly Gly Asp 

**^0 AAA TTC CCG CAA TTT GAC ATC ATT TTT GCA GGG CAT GAG CAT GCG 

Gly lie Pro Asp Leu Ala Lys Lys Phe Pro Gin Phe Asp He He Phe Ala Gly His Glu His Ala 

GTT TAT AAC ACC AAA ATA GGA AAG GTG CAT ACC ATT GAG CCT GGA GCG TAT GGG GCT TAT CTG GCA 
Val Tyr Asa Thr Lys He Gly Lys Val His Thr He Glu Pro Gly Ala Tyr Gly Ala Tyr Leu Ala 

AAA GGC GTG GTA GTA TTT GAC ACC AAA ACG AAG AAA AAA ATC GTA ACG ACT GAA AAT TTA CCC ACA 
Lys Gly val Val Val Phe Asp Thr Lys Thr Lys Lys Lys He Val Thr Thr Glu Asa Leu Pro Thr 

AAA GGC GTG CCA GAA GAT GAA GAA TTA GCG AAA AAA TAT GAA TAT GTG GAT AAA AAA TCA AAA GAA 
Lys Gly Val Pro Glu Asp Glu Glu Leu Ala Lys Lys Tyr Glu Tyr Val Asp Lys Lys Ser Lys Glu 

TAC GCT AAT GAA GTG GTT GGC GAA GTT ACA AAA ACC TTT ATT GAC AGG CCT GAT TTC ATC ACA GGA 
Tyr Ala Asn Glu Val Val Gly Glu Val Thr Lys Thr Phe He Asp Arg Pro Asp Phe He Thr Gly 

GGA GAA AAA ATC ACT ACG ATG CCC ACC GCC GCC TTG CAA GAA ACA CCG GTG ATA GAA TTG ATC AAT 
Gly Glu Lys He Thr Thr Met Pro Thr Ala Ala Leu Gin Glu Thr Pro Val He Glu Leu He Asn 

AAA GTG CAA AAA TAT TAC GCA AAA GCC GAT GTT TCA GCC GCC GCC TTA TTC AAT TTT GGG GCC AAT 
Lys Val Gin Lys Tyr Tyr Ala Lys Ala Asp Val Ser Ala Ala Ala Leu Phe Asn Phe Gly Ala Asn 

TTG AAA AAA GGG CCT TTC AAA AGA AAA GAT GTC GCC TAC ATT TAC AAG TTC GCT AAC ACG CTC ATT 
Leu Lys Lys Gly Pro Phe Lys Arg Lys Asp Val Ala Tyr He Tyr Lys Phe Ala Asn Thr Leu He 

GGA GTG GAG ATA ACG GGT GAA AAT CTG TTG AAA TAC ATG GAA TGG TOG TAT CAA TTT TAC AAT CAG 
Gly val Glu He Thr Gly Glu Asn Leu Leu Lys Tyr Met Glu Trp Ser Tyr Gin Phe Tyr Asn. Gin 

?" TG 5^ 5^ GGC GAT TTA ACG ATC AGT TTT AAT GAA AAT ATT CGT GGT TAT AAC TTT GAT ATG TTT 
i«eu Gin Pro Gly Asp Leu Thr He Ser Phe Asn Glu Asn He Arg Gly Tyr Asn Phe Asp Met Phe 

TCT GGC GTG AAA TAC CAG GTT GAT GTT ACA AAA CCC GCC 
Ser Gly Val Lys Tyr Gin Val Asp Val Thr Lys Pro Ala 



HPC036 



TTG GGT ATC AAT ATG TGT TCT AAA AAA ATA AGA AAT TTC ATT TTA TGC TTT GGT TTT ATT TTA AGC 
nec ciy lie Asn Met Cys Ser Lys Lys He Arg Asn Phe He Leu Cys Phe Gly Phe He Leu Ser 

GAG AGT ATG ACT NTG ACT GAA GAA AAT ACC CCT AAA GAC GCT CCC ATT CTT TTG 
*eu His Ala Glu Glu Ser Met rhr ? Thr Glu Glu Asn Thr Pro Lys Asp Ala Pro He Leu Leu 

GAA GAA AAA CGC GCC CAA ACG CTA GAG TTT GAA GAA AAC AAG GAA GTT AAA AAG AAT ATT GAT GAA 
oxu Glu Lys Arg Ala Gin Thr Leu Glu Phe Glu Glu Asn Lys Glu Val Lys Lys Asn He Asp Glu 

AAA AGC CTG CTT GAA GAA ATC CAT AAG AAA AAA CGC CAG CTT TAC ATG CTC AAA GGG GAA TTG CAT 
Lys Ser Leu Leu Glu Glu He His Lye Lys Lys Arg Gin Leu Tyr Met Leu Lys Gly Glu Leu His 

GAA AAA AAT GAA TCC ATT TTA TTC CAA CGA ATG GCT AAA AAC AAG AGC GGT TTT TTT ATA GGC CTA 
Giu Lys Asn Glu Ser He Leu Phe Gin Arg Met Ala Lys Asn Lys Ser Gly Phe Phe He Gly Val 

ATT CTT GGC GAT ATA GGG ATT AAC GCT CAT CCT AAC ACC CGA TCT TAT GAG AGC TTT GAA CCT TTA 
ne Leu Gly Asp He Gly He Asn Ala His Pro Asn Thr Arg Ser Tyr Glu Ser Phe Glu Pro Leu 

AGC AAC ATT CAA GAT TCT CCT TTA TTG TAT GGC TTA AGG AGC GGG TAT CAA AAG TAT TTT GCT AAC 
ser Asn He Gin Asp Ser Pro Leu Leu Tyr Gly Leu Arg Ser Gly Tyr Gin Lys Tyr Phe Ala Asn 

r»v*I TTA CGC TTT TAT GGG GAG TAT TTA GGG GGG GCG ATG AAA GGG TTT AAA AGC GAT 

Gly He Ser Ala Leu Arg Phe Tyr Gly Glu Tyr Leu Gly Gly Ala Met Lys Gly Phe Lys Ser Asp 

Ifl ™ * CT I AT ACC G CA AGC TTG AAC ATT GAT TTG TTG ATG GAT AAG CCT ATT GAT AAA 

Ser Leu Ala Ser Tyr Gin Thr Ala Ser Leu Asn He Asp Leu Leu Met Asp Lys Pro He Asp Lys 
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Figure 15 



GAA AAA AGG TTT GOG TTA GGG ATA TTT GGA GGC GTT GGA GTG GGG TGG AAT GGG ATG TAT CAA AAT 
Glu Lys Arg Phe Ala Leu Gly lie Phe Gly Gly Val Gly Val Gly Trp Asn Gly Met Tyr Gin Asn 

TTA AAA GAG ATT AAA GGG TAT TCA CAG CCT AAC GCT TTT GGA TTA GTG CTA AAT TTA GGG GTG AGC 
Leu Lys Glu lie Lys Gly Tyr Ser Gin Pro Asn Ala Phe Gly Leu Val Leu Asa Leu Gly Val Ser 

ATG ACG CTT AAC CTC AAA CAC CGC TTT GAA TTA GCC TTA AAA ATG CCT CCC TTA AAA GAA ACT TCG 
Met Thr Leu Asn Leu Lys His Arg Phe Glu Leu Ala Leu Lys Met Pro Pro Leu Lys Glu Thr Ser 

CAA ACT TTT TTA TAT TAT TTT AAA AGC ACT AAT ATT TAT TAT ATT ACT TAG AAC TAT TTA TTG TAA 
Gin Thr Phe Leu Tyr Tyr Phe Lys Ser Thr Asn lie Tyr Tyr lie Ser Tyr Asn Tyr Leu Leu - 
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Figure 15 

KPC039 

ATC TCA GAA AAA GAA ASA CTG AAT GAA GTG ATC TTA GAA GAA GAA AAT AAT GGG OGC GGC ACT AAA 
Met Ser Glu Lys Glu Arg Leu Asn Glu Val lie Leu Glu Glu Glu Asa Asn Gly Gly GXy Thr Lys 

AAG GTG TTT TTG ATC GTG GCT ATA GCC ATT ATC ATT TTA GOG GTG CTT TTA ATG GTG TTT TGG AAA 
Lys Val Phe Leu lie Val Ala lie Ala He He He Leu Ala Val Leu Leu Met Val Phe Trp Lys 

AGC ACG AGA CTC GCT CCT AAA GAG ACT TTT TTA CAA ACC GAT AGC GGG ATG CAA AAA ATA GGC AAC 
Ser Thr Arg Val Ala Pro Lys Glu Thr Phe Leu Gin Thr Asp Ser Gly Met Gin Lys He Gly Asn 

ACT AAA GAC GAG AAA AAA GAC GAT GAG TTT GAA AGC TTG AAT TTG GAT CCT TCC AAG CAA GAA GAC 
Thr Lys Asp Glu Lys Lys Asp Asp Glu Phe Glu Ser Leu Asn Leu Asp Pro Ser Lys Gin Glu Asp 

AAG CTA GAC AAA GTA GOG GAT AAT GTT AAA AAA CAA GAA AAT GAT GOG TTT AAC ATG CCC ACT CAA 
Lys Leu Asp Lys Val Ala Asp Asn Val Lys Lys Gin Glu Asn Asp Ala Phe Asn Met Pro Thr Gin 

ACC AAT CAA ACT CAA ACG GAG ATG AAA AGA GCA GAA GAA ACG CAA GAA GCT CAA AAA GAA TTA AAA 
Thr Asn Gin Thr Gin Thr Glu Met Lys Thr Ala Glu Glu Thr Gin Glu Ala Gin Lys Glu Leu Lys 

GCT GTT GAG CAC ACT AGC GCT CAA AAA GAA TCT CAA GCT GTG GCT AAA AAA GAA ACC CCC CAT AAA 
Ala Val Glu His Thr Ser Ala Gin Lys Glu Ser Gin Ala Val Ala Lys Lys Glu Thr Pro His Lys 

^ AAG CCC AAA GCA ACC CCT AAA GAT AAG GAA GCT CAT AAA GAT AAA GAT AAG CAT GOG GTT AAA GAG 

L * s Pro Wa Tfc* Pro Lys Asp Lys Glu Ala His Lys Asp Lys Asp Lys His Ala Val Lys Glu 

« CTA AAA GTC AAA AAA GAA GCT CAT AAA GAA GTT CCT AAA AAA GCC AAT TCT AAA ACC ACT CTT ACT 

^ Leu L y» Lys Lys Glu Ala His Lys Glu Val Pro Lys Lys Ala Asn Ser Lys Thr Thr Leu Thr 

^0 

SLj AAA GGG CAT TAT TTG CAA GTG GGG GTT TTT GCG CAC ACG CCC AAT AAA GCC TTT TTG CAA GCG TTT 

^ Gl y Hi « Tyr Leu Gin Val Gly Val Phe Ala His Thr Pro Asn Lys Ala Phe Leu Gin Ala Phe 

M 

U AAC CAA TTC CCC CAT AAG ATT GAA GAT AGG GGA GCA ACG AAG CGC TAT CTC ATA GGC CCT TAT AAG 

A* 11 cln Pae **o His Lys He Glu Asp Arg Gly Ala Thr Lys Arg Tyr Leu He Gly Pro Tyr Lys 

g AGC AAG CAA GAA GCC TTA ATG CAT GCT GAT GAA GTC AGC AAA AAG ATG ACT AAA CCG GTT GTC ATA 

Ser Gln Glu Ala Leu Met His Ala Asp Glu Val Ser Lys Lys Met Thr Lys Pro Val Val He 



d 
□ 



GAA GCG CAT TAG 
Glu Ala His 
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Figure 15 

HPC048 

ATG AAA TCT AAA AAA CTT TAT TTG GCT TTA ATC ATA GGG GTT TTA TTA GCG TTT TTA ACC CTA TCT 
Met Lya Ser Lys Lys Leu Tyr Leu Ala Leu lie He Gly Val Leu Leu Ala Phe Leu Thr Leu Ser 

TCA TGG CTG GGT AAT AGC GGT TTA GTG GGG CGT TTT GGG CTG TGG TTT GCC GCA CTC AAT AAA AAA 
Ser Trp Leu Gly Asn Ser Gly Leu Val Gly Arg Phe Gly Val Trp Phe Ala Ala Leu Asa Lys Lys 

TAT TTT GGG TAT CTT TCA TTC ATT AAT CTG CCC TAT TTA GCG TGG GTT TTA TTC CTT TTA TAC AAG 
Tyr Phe Gly Tyr Leu Ser Phe He Asn Leu Pro Tyr Leu Ala Trp Val Leu Phe Leu Leu Tyr Lya 

ACT ADA AAC CCT TTT ACA GAA ATC GTT TTA GAA AAA ACT TTA GGG CAT CTA TTA GGC ATT TTA TCT 
Thr ? Aan Pro Phe Thr Glu He Val Leu Glu Lys Thr Leu Gly Bis Leu Leu Gly He Leu Ser 

TTG CTC TTT TTA CAA TCT AGC CTA TTG AAT CAA GGG GAA ATC GGC AAC AGC GTG CGT TTG TTT TTA 
Leu Leu Phe Leu Gin Ser Ser Leu Leu Asn Gin Gly Glu He Gly Asn Ser Val Arg Leu Phe Leu 

OGC CCT TTT ATA GGG GAT TTT GGG CTT TAT GCG CTG ATA ACG CTT ATG GTA GTT ATT TCT TAT TTG 
Arg Pro Phe He Gly Asp Phe Gly Leu Tyr Ala Leu He Thr Leu Met Val Val He Ser Tyr Leu 

ATT TTA TTC AAA CTA CCC CCT AAA AGC GTT TTT TAT CCT TAT ATG AAC AAA ACA CAA AAC CTT TTA 
He Leu Phe Lys Leu Pro Pro Lys Ser Val Phe Tyr Pro Tyr Met Asn Lys Thr Gin Asn Leu Leu 

AAA GAG ATT TAC AAA CAA TGC CTA CAA GCC TTT AGC CCT AAT TTT AGC CCA AAA AAA GAG GAT TTT 
Lys Glu He Tyr Lys Gin Cys Leu Gin Ala Phe Ser Pro Asn Phe Ser Pro Lys Lys Glu Asp Phe 

GAA AAC ACC TTA TCA GAT CTT CAA AAA AAA GAA ACC AAC AAC GAC AAA GAA AAA GAA AAT CTC AAA 
Glu Asn Thr Leu Ser Asp Leu Gin Lys Lys Glu Thr Asn Asn Asp Lys Glu Lys Glu Asn Leu Lys 

GAA AAC CCT ATT GAT GAA AAC CAC AAA ACC CCT AAC GAA GAA TCG TTT CTA GCG ATC CCT ACC CCC 
Glu Asn Pro He Asp Glu Asn His Lya Thr Pro Asn Glu Glu Ser Phe Leu Ala He Pro Thr Pro 

TAT AAC ACG ACT TTA AAC GAT TCA GAG CCG CAA GAA GGC TTG GTT CAA ATT TCC CCT CAC CCC CCT 
Tyr Asn Thr Thr Leu Asn Asp Ser Glu Pro Gin Glu Gly Leu Val Gin He Ser Pro His Pro Pro 

ACC CAT TAC ACC ATT TAC CCT AAA AGA AAC CGA TTT GAT GAT TTG ACT AAC CCC ACT AAC CCC CCT 
Thr His Tyr Thr He Tyr Pro Lys Arg Asn Arg Phe Asp Asp Leu Thr Asn Pro Thr Asn Pro Pro 

TTA AAA GAA CCT AAG CAA GAA ACC AAA GAA AGA GAA CCC ATG CCC ACA AAA GAA ACT CTT ACG CCC 
Leu Lys Glu Pro Lys Gin Glu Thr Lys Glu Arg Glu Pro Met Pro Thr Lys Glu Thr Leu Thr Pro 

GCC ACA CTC AAA CCT ATC ATA TCA GCA CCC GTC ATG CCC GCA TCT GCA CCC AAC CTA GAA AAT GAC 
Ala Thr Leu Lys Pro He He Ser Ala Pro Val Met Pro Ala Ser Ala Pro Asn Leu Glu Asn Asp 

AAC AAA ACA GAA AAC CAA AAA ACC CCC AAC CAC CCC ATA AAA GAA GAT GAT TTA CAA GAA AGC CCA 
Asn Lys Thr Glu Asn Gin Lys Thr Pro Asn His Pro He Lys Glu Asp Asp Leu Gin Glu Ser Pro 

CAG GiAA AAC CCA CAA AAA GAA AAT CAA AAA GAA AAT ATA GAA GAA AAA GAA AAT CTC AAA GAA GAA 
Gin Glu Asn Pro Gin Lys Glu Asn Gin Lys Glu Asn He Glu Glu Lys Glu Asn Leu Lys Glu Glu 

GAA AAA GAA ACG CAA AAC GCT CCA AAC TTT AGC CCA CTA ACC CCC ACA AAC GCT AAA AAA CCC GTT 
Glu Lys Glu Thr Gin Asn Ala Pro Asn Phe Ser Pro Leu Thr Pro Thr Asn Ala Lys Lys Pro Val 

ATG GTT AAA GAA TTG AGC GAA AAT AAA GAG ATA TTA GAC GGA TTG GAT TAT GGC GAA GTG CAA AAA 
Met Val Lys Glu Leu Ser Glu Asn Lys Glu He Leu Asp Gly Leu Asp Tyr Gly Glu Val Gin Lys 

MCC CAA GAT TAT GAG CTT CCC ACC ACG CAA TTA TTG AAT GCG GTT TGT TTG AAA GAA ACT TCT TTA 
f Gin Asp Tyr Glu Leu Pro Thr Thr Gin Leu Leu Asn Ala Val Cys Leu Lys Glu Thr Ser Leu 

GAC GAA AAC GAG ATT GAC CAA AAA ATT CAG GAT CTA TTG AGC AAA CTG OGC ACC TTT AAA ATT GAT 
Asp Glu Asn Glu He Asp Gin Lys He Gin Asp Leu Leu Ser Lys Leu Arg Thr Phe Lys He Asp 

GGC GAT ATT ATC CGC ACT TAT TCA GGC CCT ATT GTA ACC ACT TTT GAA TTC OGC CCA GCT CCT AGC 
Gly Asp He He Arg Thr Tyr Ser Gly Pro He Val Thr Thr Phe Glu Phe Arg Pro Ala Pro Ser 

GTT AAG CTG ACT CGT ATT TTA GGA TTG AGC GAT GAT TTA GCG ATG ACT TTA TGT GCT GAA TCC ATT 
Val Lys Val Ser Arg He Leu Gly Leu Ser Asp Asp Leu Ala Met Thr Leu Cys Ala Glu Ser He 

CGC ATT CAA GCC CCT ATT AAA GGT AAA GAT GTC GTT GGC ATT GAA ATC CCT AAC AGC CAA AGC CAA 
Arg He Gin Ala Pro He Lys Gly Lys Asp Val Val Gly He Glu He Pro Asn Ser Gin Ser Gin 

ATT ATT TAC TTG AGA GAA ATT TTA GAA AGC GAA TTG TTT CAA AAA TCC AGC TCG CCC TTA ACT CTA 
He He Tyr Leu Arg Glu He Leu Glu Ser Glu Leu Phe Gin Lys Ser Ser Ser Pro Leu Thr Leu 
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Figure 15 

GCT TTA GGC AAA GAC ATT GTG GGT AAC CCT TTC ATC ACG GAT TTA AAA AAG CTC CCC CAT TTG CTC 
Ala Leu Gly Lya Asp He Val Gly Asn Pro Phe He Thr Aap Leu Lya Lya Leu Pro Hia Leu Leu 

ATC GCC G 
He Ala 
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Figure 15 

HPCOSO 
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Phe Leu Glu Cya Gin Ser 
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Figure 15 

HPC0S9 

£1? £1 S!3 IT *** ATC f" AT ° GAA TTA AGG GCT ATT GTT TCT CAT ATT GGC GTT TTA TTA 

Met Asn Phe Phe Lys He Leu Leu Met Olu Leu Arg Ala He Val Ser His He Gly Val Leu Leu 

ATC CTT ATA GGC GCT CCT TTA ATC TAT GGC TTG TTA TAC CCT TTC CCT TAT TTA AAA CAC ATC GTA 
lie Leu He Gly Ala Pro Leu He Tyr Gly Leu Leu Tyr Pro Leu Pro Tyr Leu Lys Asp He "l 

iff S?" S AA AAA ATC GCC CTT GTA GAT GAA GAC AAT TCC TTC CTT TCT AGG CAA TTA GCC TTC ATf* 
Thr Gin Gin Lys He Ala Leu Val Asp Glu Asp Asa Ser Pbe Leu Ser Arg Gin Leu Ala Phe Met 

x^"? TTA GAA ATC GCT TTT TTT AGC CCC TCT ATG CTG GAA GCC AAA AAG CTT 

Ala Gin ser Ser Asn Glu Leu Glu He Ala Phe Phe Ser Pro Ser Met Leu Glu Ala Lys Lys Leu 

TTA AAA GAA GAA AAA ATT TAT GGG ATC TTG CAT ATC CCT TOG TAT TTT GAA GCC AAT ATC CAT AAB 
Leu Lys Glu Glu Lys He Tyr Gly He Leu His He Pro Ser Tyr Phe Glu Ala As^ Il£ Hil Lyt 

Z£ SI? £1 S 1 * ?* TTT TAT 003 *** TCC AAT TAC TTT TTG ATT TAT GGC ACC TTA GCG 

Gin Val Pro Val Thr He Asp Phe Tyr Ala Asa Ser Asn Tyr Phe Leu He Tyr Gly Thr Leu Ala 

AAT GCG GTG GTG GAG AGC ATC AAC GCT TTA AAT CAT GAG ATA AGA TTC AAA GGC AAC GCC PA a »t» 
Asn Ala val Val Glu Ser He Asn Ala Leu Asn Asp Glu lie Arg Phe Lys Arg Asn Ala Gin lE 

GAA CAA CCT GAA TTA GGG AGA GAC GGG ATT AAA ATC AGG CCT ATC GCT TTG TAT AAC CCT AGT GAG 
q Glu Glu Ala Glu Leu Gly Thr Asp Gly He Lys He Arg Pro He Ala Leu Tyr Asn Pro Ser Glu 

n 3^ TTG AAT TAC GCG CTC TCT AGC GTG TTT ATT TTC ATC TTA CAC CAG GTG ATG CTC ATT GCA 

yj Gly Tyr Leu Asn Tyr Ala Leu Ser Ser Val Phe He Phe He Leu His Gin Val Met Leu lie Ala 

w5 

O 

u 



TTG AAT TAC GCG CTC TCT AGC GTG TTT ATT TTC ATC TTA CAC CAG GTG ATG CTC ATT GCA 
Gly Tyr Leu Asn Tyr Ala Leu Ser Ser Val Phe He Phe He Leu His Gin Val Met Leu III Al* 

AGC AGC ATG TTT ACT AGC TCT AGG CGT TTG GAA TTA GCC CTT TTA GAT AAA AAG CAA ATC GCT TTA 
Ser ser Met Phe Thr Ser Ser Arg Arg Leu Glu Leu Ala Leu Leu Asp Lys Lys Gin "u 

AGG CTG TGC GCA AGA CTC TTG GTG TTT ATG GCA- GCG TTT AGC GTT TTT GTT TTG TTG TAT TTT GGG 
Arg Leu Cys Ala Arg Leu Leu Val Phe Met Ala Ala Phe Ser Val Phe Val Leu Leu Tyr Phe Gly 

»?? pTG TTT TCT TTT TAT GGG ATC GAA GGG CAT GCG AGT GCT TTA ATG GTG TTT TTG AAT AGC TCC 
Ala Leu Phe Ser Phe Tyr Gly He Glu Arg His Ala Ser Ala Leu Met Val Phe Leu Asn s1£ Se^ 

ok^ 0^ CTT GCA ACC TTG AGT TTG GGG TOG TTT TTA GGC GCA TGG ATC AAA AAT GAA GCC CAC 
He Phe Met Leu Ala Thr Leu Ser Leu Gly Ser Phe Leu Gly Ala Trp He* Lys Asn Glu Ala His 

0 "Th^ ir>f GTT TTG ATT TCT TCT TTG CCC TTG ATT TTT ATG ATG GCT TTT GTG TGG CCT TTT 

S Thr Thr Gin He Val Leu He Ser Ser Leu Pro Leu He Phe Met Met Gly Phe Val TrJ PrI p£ 

M. TTG CCC TCT TAT TTG CAG GTT TTC GTT CAA ATA GTG CCT GCT TAT CAT GGG ATC ACT TTG 

Glu ser Leu Pro Ser Tyr Leu Gin Val Phe Val Gin He Val Pro Ala Tyr SI G^ 1^ sir 

BL ^ TTG AAT CAA ATG CAT GCG GAA TTT ATA GAT GTT TCT CTC CAT TTT TAT GGG CTT ATT 

^ Gly «-» *« Gin Met His Ala Glu Phe He Asp -Val ser Val His Phe Tyr Ala Leu lie 

aS III Phi II 1 i* 1 A T A AGT GTC ' TTT CTC 101 TTA A* 0 GCT TGT GAA 

Ala He Phe He Ala Ser" Phe He Gly Ser Val Phe Lys Leu Ser Ser Leu Lys Lys Ala Cys Glu 

AAC GCT TAA 
Asn Ala 
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Figure 15 

HPC063 

TTG TTT AGA TTT CTC GGG TGG TAT TAT TTC AAA TAC TTT TTA ATC GTS CTT TTG CCT TTG 
Met Arg Leu Phe Arg Phe val Gly Trp Tyr Tyr Phe Lys Tyr Phe Leu He Val Leu Leu SI ™ 

GAA TTG TTT TTT GTA GGC ATT GAC AGC TTG AAA TAC GCC GAT AAA ATG CCT GAT TCT cce Mr »«• 
Glu Leu Phe Phe Val Gly He Asp Ser Leu Ly. Tyr Ala Asp Lys Met Pro Asp Ser Ala Asn Met 

ATC ATT TTA TTT TTC ACC TAT GAT ATT TTA TTC GCC CTC AAT TAC ACC TTG CCC ATT TCC TTC CTT 
He He Leu Phe Phe Thr Tyr Asp He Leu Phe Ala L«u Asn Tyr Thr Leu Pro lie Ser Leu Leu . 

TTG COS ATG GTT TTA TTT TAC ATC ACC TTC ATT AAA TCC AAC CAA TAC ACC GCC err rrr. 

Leu Ala Met Val Leu Phe Tyr He Thr Phe XI* Lys Ser Asa Gin Tyr Thr Ala Leu Leu Ser lie 

Gly Phe ser Ly. Cys Gin He Leu Ser Pro He Phe Leu He Ser 1*» Phe Phe Thr SI Sal t£ 

GTG GGG TTG AAC GCG ACT CCT TTT CTC TAT ATG GAA GAA AAA ACG CAA AAT TTA ATT TAT a»» r-*r- 
Val Gly Leu Asn Ala Thr Pro Phe Val Tyr Met Glu Glu Lys Thr Gin Aan Leu He Tyr Lys Sp 

ami F"* ST SAG CAT TTG TTA GTG AAA TAT AAC GAT GAT TAC GTG TAT TTT GAT AAG 

Asn ser Leu Ser Val Ser Glu His Leu Leu Val Lys Tyr Asn Asp Asp Tyr Val Tyr Phe Asp Ly^ 

Til "CCA. TTG CAA AAA GCC CAA AAT ATC AAG GTT TTT CGC CTA AAA GAT AAG ACT TTG GAA 

He Asn Pro Leu Leu Gin Lys Ala Gin Asn He Lys Val Ph. Arg Leu Lys Asp Lys Thr Leu Glu 

S?"^ GAA GCT AAA GAA GCT TTT TTT GAA GAC AAG TAT TGG ATC TTG CAT GAC ACT ACT ATC 
Ser Tyr Ala Glu Ala Lys Glu Ala Phe Phe Glu Asp Lys Tyr Trp He Leu His Asp Thr Thr lie 

Tyr Glu Met Pro Leu Asn Phe Glu Leu Gly Ala Asn Ala Leu Asn Thr Thr Arg Leu Lys Thr Phe 

*** CTC AAA AAT TTC CGC CCT AAA GTT TTA GAC ACC ATT TAT CAA AAC AAG CCT GCG GTT TCT 

Lys Thr Leu Lys Asn Phe Arg Pro Ly, Val Leu Aap Thr He Tyr Gin Asn Lys Pro Ala Val Ser 

^le Thr Aim aT^» 3*"*" CAT CCT TTA GTG CGC CAA AAC GCG GAC ACG AAA AAA GTG CGC 

He Thr Asp Ala Leu Leu Ser Leu His Ala Leu Val Arg Gin Asn Ala Asp Thr Lys Lys Val Arg 

ST TAT GTG TTT GCG ATT TTG CCC TTT TTT GTG COG TTT TTA AGC GTT TTA ATC GCT TAT 

Ser Phe Leu Tyr Val Phe Ala He Leu Pro Phe Phe Val Pro Phe Leu Ser. Val Leu He SI Ty^ 

CTC GCC CGC TAT GAA AAC CTG GCT CTT TTA GGG CTA AAG TTT ATC ATT ATC ACG 
Phe Ser Pro Ser Leu Ala Arg Tyr Glu Asn Leu Ala Leu Leu Gly Leu Lys Phe lie lie lie Thr 

F"" ST ST GGG CTA TTC TTT GCT TTA GGG AAG TTC AGC ATT TCA GGG ATA CTC ATT CCT GAA 

Leu Val val Trp Gly Leu Phe Phe Ala Leu Gly Lys Phe Ser He Ser Gly He Leu ill p" Su" 

tT» ST TGG CCC TTT TTC GTA TTC TTA GCC CTC AGT CTT TGG TAT TTT AAA AAG CTT AAT 

He Gly Val Leu Ser Pro Phe Phe Val Phe Leu Ala Leu Ser Leu Trp Tyr Phe Lys Lys Leu Asn 

AAG AGG TTG TAG 
Lys Arg Leu 
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Figure 15 

HPC068 

ATG AAA AAA ACA ACC CTC TTT GTA TTG GGC TTA TTA TTC AAT ACC TCT TTA AGC GCT GTT GAT GGA 
Met Lys Lys Thr Thr Leu Phe Val Leu Gly Leu Leu Phe Asn Ser Ser Leu Ser Ala Val Asp Gly 

GTT CCT AAA ACC GAG CCT TCT TCT TTG AAT TTG GCT GAA GAC AGC ACA CCC TTG AAC CAT TCT AAC 
Val Pro Lya Thr Glu Pro Ser Ser Leu Asa Leu Ala Glu Asp Ser Thr Pro Leu Asa His Ser Asn 

GCT CAA AAA CTT TCT TTA AAA AAC GCA TGG AAT AGG GTG TTA TCC AAC CAT GAA GGC TTG CAT GCG 
Ala Gin Lys Leu Ser Leu Lys Asn Ala Trp Asn Arg Val Leu Ser Asn His Glu Gly Leu His Ala 

CAA GAA TAG GCC ATT AAA AGA GCG AGT AAA ATG AAA TTA GCG GCT AAG CTT TCT TTT TTG CCT CAA 
Gin Glu Tyr Ala He Lys Arg Ala Ser Lys Met Lys Leu Ala Ala Lys Leu Ser Phe Leu Pro Gin 

ATT GAT TTG AGC GCT TTT TAT GTG TAC CTC TCT AAC CCT ATT AAA ATG GAT TTT GCC AGC CAA AAA 
lie Asp Leu Ser Ala Phe Tyr Val Tyr Leu Ser Asn Pro He Lys Met Asp Phe Ala Ser Gin Lys 

CAA CCG GGC GTG CAA AAA GCC ACC AAC CAG ATC CAT CAA GGC TTG CAA AGC ATT CAG CAA AAT ATC 
Gin Pro Gly Val Gin Lys Ala Thr Asn Gin He His Gin Gly Leu Gin Ser He Gin Gin Asn He 

CCC CCT CAA GTC CTA ACC CCT CAA ATC CAA GCG GGC ATG CAA GGG GTG ATG CAA GGG TTT GGG GCT 
Pro Pro Gin Val Leu Thr Pro Gin He Gin Ala Gly Met Gin Gly Val Met Gin Gly Phe Gly Ala 

r=j TTG AGC AGC ACT TTA GAA GCC CCC TTA TTG TTT TCT AAG CAA AAT GTG GTG ATT GGG GCT TTG AGC 

^ Lcu Ser Ser 7111 I*** Glu Ala Pro Leu Leu Phe Ser Lys Gin Asn Val Val He Gly Ala Leu Ser 

J3 ATT ATT TAT CCC CTT TAT ATG GOT GGG GCA AGA TTC ACG ATG GTG CGC ATT GCG GAT TTG ATG CAA 

Q Ile Ile Tyr Pro Leu Tyr Met Gly Gly Ala Arg Phe Thr Met Val Arg He Ala Asp Leu Met Gin 

□ AAA GCC AAT GAA GTG TAT CGC TTG AAA AAG CTT TCC ACT TTT CAA GAG CTT GTG AGC GTG TAT 

Lys Asp Ala Asn Glu Val Tyr Arg Leu Lys Lys Leu Ser Thr Phe Gin Glu Leu Val Ser Val Tyr 

H TAT GGC ATG GTG TEA AAC GCA GAA GTG GCT GAA ACT TTA GAA GAG GTA GAA AAA GGC CAT TAT AAG 

g) Tyr Gly Met Val Leu Asn Ala Glu Val Ala Glu Thr Leu Glu Glu Val Glu Lys Gly His Tyr Lys 

£ CAT TTC CAA AAC GCT TTG AAA ATG CAA AAA GTA GGG CAA ATC CCT AGG GTA GAA ACC TTA GGC GCT 

His Phe Gin Asn Ala Leu Lys Met Gin Lys Val Gly Gin He Ala Arg Val Glu Thr Leu Gly Ala 



hi 

o 

□ 



CAA GTG GCT TAT GAT AAG GCC CAT ATC GCT AGC GTT AAG GCT AAA GAC GTG TTA GAA GTT TOG CAA 
Gin Vai Ala Tyr Asp Lys Ala His lie Ala Ser Val Lys Ala Lya Asp Val Leu Glu Val Ser Gin 

CTC TCG TTC AAT TCT ATT TTA TCT AGC AAG GAC GAT TTA GCG CCT TCA AGC AAA TTA GAG ATC CAC 
Leu Ser Phe Asn Ser He Leu Ser Ser Lys Asp Asp Leu Ala Pro Ser Ser Lys Leu Glu Ile. His 

P ? 

ACC GAG AAA AAT CTG CCC GAT TTG AGC TTT TTT GTT TCT TCC ACG CTC AAT TCC TAC CCG GCT TTA 
Thr Glu Lys Asn Leu Pro Asp Leu Ser Phe Phe Val Ser Ser Thr Leu Asn Ser Tyr Pro Ala Leu 

^ AAG ACT TTA GAA AAT CAG GTT CAA ATT TCT AAA GAA AAC ACG AAA CTA CAG ATC GCT AAA TTC TTG 

Thr Leu Glu Asn Gin Val Gin He Ser Lys Glu Asn Thr Lys Leu Gin He Ala Lys Phe Leu 

CCC CAA GTG AGT TTT TTT GGC TCT TAT ATC ATG AAG CAA AAC AAT TCG GTG TTT GAA GAC ATG ATC 
Pro Gin Val Ser Phe Phe Gly Ser Tyr He Met Lys Gin Asn Asn Ser Val Phe Glu Asp Met lie 

CCT AGT TGG TTT GTG GGC GTM GCT GGG CGC ATG CST ATT CTT TCT CCC ACA GGG CGT ATC CAA AAA 
Pro Ser Trp Phe Val Gly ? Ala Gly Arg Met ? lie Leu Ser Pro Thr Gly Arg He Gin Lys 

TAC CAA GCG AGC AAA TTA GOG GAG TTG CAA GCT AAT AGC GAA CAA ATC CAA GCT AAA AAA AAC ATG 
Tyr Gin Ala Ser Lys Leu Ala Glu Leu Gin Ala Asn Ser Glu Gin He Gin Ala Lys Lys Asn Met 

GAA TTG TTA GTG AAT AAG ACT TAT AAA GAG ACG CTT TCT TAT TTG AAA GAA TAC AAA AGC TTG CTT 
Glu Leu Leu Val Asn Lys Thr Tyr Lys Glu Thr Leu Ser Tyr Leu Lys Glu Tyr Lys Ser Leu Leu 

TCT AGC GTG GAA TTA GCC AAG GAA AAC TTA AAA CTC CAA GAG CAG GCT TTT TTA CAA GGC TTA AGC 
Ser Ser Val Glu Leu Ala Lys Glu Asn Leu Lys Leu Gin Glu Gin Ala Phe Leu Gin Gly Leu Ser 

ACG AAC GCT CAA GTC ATT GAT GCG AGG AAC ACG CTT TCT TCT ATC ATC GTG GAG CAA AAA AGC GTG 
Thr Asn Ala Gin Val He Asp Ala Arg Asn Thr Leu Ser Ser He He Val Glu Gin Lys Ser Val 

GCT TAT AAA TAC ATC GTT TCA TTA GCG AAT TTA ATG GCG TTA AGC GAT CAT ATT GAT TTA TTT TAT 
Ala Tyr Lys Tyr He Val Ser Leu Ala Asn Leu Met Ala Leu Ser Asp His Ile Asp Leu Phe Tyr 

GAA TTT GTT TAT TAA 
Glu Phe Val Tyr 
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Figure 15 

HPC069 

ATC CTC TTA GTT AAA ATG GTG TTA GGG TTT TTG ATC CTT TTA AGC CCT TTG TAC GCT ACT GGA TTG 
Met Val Leu Val Lys Met Val Leu Gly Phe Leu lie Leu Leu Ser Pro Leu Tyr Ala Thr Gly Leu 

GAT ATT VMA CAA ACG GAC ATT ATA GAG CGT TCT TTA AAT TTC CTC TTA TTT GCG GGG ATT TTG TGG 
Asp He ? Gin Thr Aap He He Glu Arg Ser Leu Asn Phe Leu Leu Phe Ala Gly lie Leu Trp 

TAT TTT TTG GCT AAA AAA CTG CGT TCA TTT TTA CGC TCC AAA AGC CTT GAA ATC TCC AAA CGA TTA 
Tyr Phe Leu Ala Lys Lys Leu Arg Ser Phe Leu Arg Ser Lys Ser Leu Glu He Ser Lys Arg Leu 

GAC ATT CAA GCC CAA CTC AAA GTG AGT AAA GAA AAT AAG AAA AAA CTC TTA AAA GAA TTA GAG 
Glu Glu He Gin Ala Gin Leu Lys Val Ser Lys Glu Asn Lys Lys Lys Leu Leu Lys Glu Leu Glu 

CAAGCCAAAGAAAAACCTGAATTAATT ATT TCT GAT GCG AAT AAA GAA GCT TAC ACG ATC ACG CAA 
Gin Ala Lys Glu Lys Ala Glu Leu He He Ser Asp Ala Asa Lys Glu Ala Tyr Thr lie Thr Gin 

AAA TAC GAA TTG CAA ACC AAA ATG GAT GTG GAA AAT TTG ATC AAA AAT TCT AAG GCG TTG ATG GAT 
Lys Tyr Glu Leu Gin Thr Lys Met Asp Val Glu Asn Leu He Lys Asn Ser Lys Ala Leu Met Asp 

TTA GAA GTT AAA AAG ATC AAA AGA GAG CTG GTT GAR AGC GTT TTT RAA GAT CTA AGA GAG AGC AAA 
Leu Glu Val Lys Lys He Lys Arg Glu Leu Val ? Ser Val Phe ? Asp Leu Arg Glu Ser Lys 

ARA GTC TCT TTC AAT GCG CAA GAT TGC GTG AAT ATT TTG AVA CAV AGG CTT TAA 
? Val Ser Phe Aan Ala Gin Asp Cys Val Asn He Leu ? ? Arg Leu 



HPC070 

Hi ATG CTC GCT TCC ATT ATT GAA TTT TCC TTA CGC CAG CGA ATA ATC GTG ATT GTT GCC GOG ATT CTT 

Q Het ™ Ala Ser Ile Ile Glu Phe Ser ^ Arg Gin Arg He He Val He Val Gly Ala He Leu 

H ATT TTG TTT TTT GGG ACT TAT ACT TTT ATC CAC ACT CCA GTA GAT GCT TTC CCG GAT ATT TCG CCC 

He Leu Phe Phe Gly Thr Tyr Ser Phe He His Thr Pro Val Asp Ala Phe Pro Asp He Ser Pro 

ri] 

^F 1 * ™ CTC GGT AGC ^ CT GAA GAA ATG GAA AAT AAC ATC GTG 

Thr Gin. Val Lys He He Leu Lys Leu Pro Gly Ser Ser Pro Glu Glu Met Glu Asn Asn lie Val 



CGC CCT TTA GAA TIG GAG CTT TTA GGC TTG AAA GGG CAA AAA TCT TTA AGA AGT ATT TCA AAA TAT 
Arg Pro Leu Glu Leu Glu Leu Leu Gly Leu Lys Gly Gin Lys Ser Leu Arg Ser He Ser Lys Tyr 

H TCT ATT TCA GAC ATC ACG ATA GAT TTT GAT GAC AGC GTG GAT ATT TAT TTA GCG AGA AAC ATT GTT 

fk Ser Ile Ser rle ^ Ile Asp **e Asp Asp ser Val Asp lie Tyr Leu Ala Arg Asn Ile Val 

M* ff*^ 5?** TTG AGC AGC GTG ATG AAA GAT TTA CCC GTG GGG GTT GAA GGG GGC ATG GCG CCC ATT 

Asn Glu Arg Leu Ser Ser Val Met Lys Asp Leu Pro Val Gly Val Glu Gly Gly Met Ala Pro He 

ft?* COG CTA TCA GAT ATC TTT ATG TTC ACT ATT GAT GGC AAT ATC ACT GAG ATA GAA AAA CGA 
val Thr Pro Leu Ser Asp He Phe Met Phe Thr He Asp Gly Asn He Thr Glu lie Glu Lys Arg 

CAG CTT TTA GAC TTT GTG ATC CGC COG CAA TTA AGA ATG ATT AGC GGC GTG GCG GAT GTC AAT TCT 
Gin Leu Leu Asp Phe Val lie Arg Pro Gin Leu Arg Met He Ser Gly Val Ala Asp Val Asa Ser 

ATT GGA GGC TTT AGC AGG GCG TTT TGT GAT CGT GCC G 
He Gly Gly Phe Ser Arg Ala Phe Cys Asp Arg Ala 
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HPC07S 

ATG GCT GAA AAT TCT TTCAAA AAT GTT TCC ACA CAA CCC AAA OCA TTT TTC TTA TTA Pf*a err &&& 
Met Ala Glu Asn Ser Phe Ly, Asa Val Ser Thr Gin Pro Lys S Pal 5 2 ™ £ £f 

ACC CTG TTT CTT TTA GGA GGC GTT TTT AGC GCG TtT TTT ATC CTT GTT GCT GGC TTG GTT TTT TTT 
Thr Leu Phe Leu Leu Gly Gly Val Phe ser Ala Phe Phe He Leu Val £a ciy 2S vll p£ 

iw^ TCA ATG GAC CAT GCG ATT TTT AAC TTG ATG CGT TCA AAC TCT TCT AAC CCT ATT 

Asa Tyr Thr Asa Ser Met Asp His Ala He Phe Asn Leu Met Arg Ser Asa Ser Ser Asa Pre iH 

a^r> i^K^ ^"*" < " GGC GTT GTT TTT TTA GGC TCT TCT CAA TTC GTG TTG CCT TTG AGC TTG 

Leu Asp Gin Thr Leu Arg Arg Val val Phe Leu Gly Ser Ser Gin Phe Val Leu Pro Leu Ser ™ 

v^f vr^i J3"^ TTA AGC TTG TAT CGT AAA AAT TTA CCA CTT GGG GTG TGG TTT GTG CTA AGC 

Leu Val Gly Val Phe Leu Ser Leu Tyr Arg Lys Asa Leu Ala Leu Gly Val Trp Phe Val Leu Ser 

5*? TTA TTT GAA GCC CTT TTA GAA TCT TTA AAA CAC CTT TTG GCA CAC TCC ATI CAA TGG TTT 

Val He Leu Phe Glu Ala Leu Leu Glu Ser Leu Lys Hi- Leu Leu Ala His Ser lie Gla Trp Phe 

Z?* TtC CCT AGC ACT ATC GCG CTT TCT TTG AOS CAT TTT TAT GGG TTG CTT GTT 

Ser His Ser Ala Asa Phe Pro Ser Thr He Ala Leu Ser Leu Thr His Phe Tyr Gly Leu Leu Val 

TTA TTA ATA CCC CAT TTG ATC ACG CAT CAA ATA TTT CAA AAC ATT CTT CCT TAT ACT TTG CTT GKT 
Leu Leu lie Pro His Leu He Thr His Gla He Phe Gla Asa He Leu Pro Tyr Ser ™ Lei ^ 

"t^" CTT TTA ATT GGG TTA GCG CTG ATT GTT TTA GGG GTG TCT TTT AGC ACT GTT TTA GGA GGG 

Leu He Leu Leu He Gly Leu Ala Leu He Val Leu Gly Val Ser Phe Ser Ser Val Leu Gly Gly 

Bh^ Ji" S?* GCG TCA GGG GCT TGT TTT TCC ATA GGG ATT TAT TTG AGC GTG TTT CAA AAG ATC 

Phe Cys Leu Gly Ala Ser Gly Ala Cys Phe Ser He Gly He Tyr Leu Ser Val Phe Gla Lys lie 

TAA 



HPC091 



CAT TTT TCT AAA TTA GGA TTT GTT TTA GCC GCA TTA GGG AGC GCG ATA GCT TTA GGG 
Met Gly Asa His Phe Ser Lys Leu Gly Phe Val Leu Ala Ala Leu Gly Ser Ala He Gly Leu Gly 

3!f f 71 " " C T AC ATG ACT GGG GTG AGT GGT GGG GGT GCT TTT GTT TTA TTG TTT TTA 

His He Trp Arg Phe Pro Tyr Met Thr Gly Val Ser Gly Gly Gly Ala Phe Val Leu ™ p£ Leu* 

Phe Leu TTA ACC GTT GGC GCG GCG ATG TTT ATC GCT GAA ATG CTA TTA GGG CAA AGC ACG CAA 

Phe Leu Ser Leu Ser Val Gly Ala Ala Met Phe lie Ala Glu Met Leu Leu Gly Gla Ser Thr Cla 

Lys Asa Val lie Glu Ala Phe e^" GAC CTT AAC CCT AAA AAA CGC TGG AAA TAC GCA GGG 

y a Val lle Glu Ala Phe SI" Leu Asp Leu Asa Pro Lys Lys Arg Trp Lya Tyr Ala Gly 

Tie Ijm* GGG CCA TTA ATA CTG ACT TTT TAC GGC ACG ATT TTA GGC TGG GTG CTT TAT 

He Leu Leu He Ser Gly Pro Leu He Leu Thr Phe Tyr Gly Thr lie Leu Gly Trp Val Leu Tyr 

Tyr Leu Val Ser Vj»T ST'?" AAC AAT ATC CAA GAA TCT GAA CAA ATT TTT ACT CAA 

xyr Leu Val Ser Val Ser Phe Asa Leu Pro Aaa Asa He Gla Glu Ser Glu Gla He Phe Thr Gla 



Thr T^ti <~^T ^tt^ ^ A C * A TCC ATA GGG CTT TTG AGC GTT TTA TTG ATA ACC 

Thr Leu Gla Ser He Gly Leu Gla Ser He Gly Leu Leu Ser Val Leu Leu He Thr 
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HPC094 

ATG AAA AAG ATT ATT CTT GCA TGC CTT ATG GCT TTT GTG GGT CCC AAT TTA AGC GCA GAG CCT AAG 
Met Lys Lys He He Leu Ala Cys Leu Met Ala Phe Val Gly Ala Aan Leu Ser Ala Glu Pro Lys 

TGG TAT AGC AAG GCC TAT AAC AAA ACA AAC ACC CAA AAA GGC TAT CTT TAT GGG AGT GGT TCA GCC 
Trp Tyr Ser Lys Ala Tyr Asn Lys Thr Asa Thr Gin Lys Gly Tyr Leu Tyr Gly Ser Gly Ser Ala 

ACT TCT AAA GAG GCT TCT AAA CAA AAA GCG TTA CCG GAT TTA GTG GCG TCT ATT AGC GTG GTG GTT 
Thr Ser Lys Glu Ala Ser Lys Gin Lys Ala Leu Ala Asp Leu Val Ala Ser He Ser Val Val Val 

AAT TCC CAG ATC CAT ATC CAA AAA AGT CGT GTG GAT AAT AAG TTA AAA TCC AGT GAT TOG CAA ACG 
Asn Ser Gin He His He Gin Lys Ser Arg Val Asp Asn Lys Leu Lys Ser Ser Asp Ser Gin Thr 

ATT AAC TTA AAA ACC GAT GAC TTG GAA TTG AAT AAT GTA GAA ATT GTC AAT CAA GAA GCG CAA AAA 
He Asn Leu Lys Thr Asp Asp Leu Glu Leu Asn Asn Val Glu He Val Asn Gin Glu Ala Gin Lys 

GGG ATC TAC TAC ACC AGA GTA AGG ATT AAT CAA AAC TTG TTT TTG CAG GGT TTA AGG GAT AAG TAT 
Gly He Tyr Tyr Thr Arg Val Arg He Asn Gin Asn Leu Phe Leu Gin Gly Leu Arg Asp Lys Tyr 

AAC GCT CTT TAT GGG CAG TTT TCC ACC TTA ATG CCT AAG GTT TGT AAA GGG GTT TTT TTA CAG CAA 
Asn Ala Leu Tyr Gly Gin Phe Ser Thr Leu Met Pro Lys Val Cys Lys Gly Val Phe Leu Gin Gin 

*^ TCT AAA AGC ATG GGG GAT TTA TTG GCT AAA GCG ATG CCT ATA GAA AGG ATT TTA AAA GCG TAT TCT 

Ser Lys Ser Met Gly Asp Leu Leu Ala Lys Ala Met Pro He Glu Arg He Leu Lys Ala Tyr Ser 

43 

fn 

Q CAA ATC ACT TTT GAT AAC AAC AGC GAT ACA GAG GAT ACA GAG ATT AAA AAC GCT CTC ATA AGT GCT 

Gln rhT Pae Asp Asn Asn Ser Asp Thr Glu Asp Thr Glu He Lys Asn Ala Leu He Ser Ala 

pa 

M TA T GCC AGA GTG CTA ACC CCT AGC GAT GAA GAA AAA CTC TAT CAA ATC AAA AAT GAA GTT TTC ACA 

rf| Ty* Ala Arg Val Leu Thr Pro Ser Asp Glu Glu Lys Leu Tyr Gin lie Lys Asn Glu Val Phe Thr 

* GAC AGC GCT AAT GGC ATC ACA CGC ATT AGA GTG GTT GTT AGC GCA AGC GAT TGT CAA GGC ACG CCT 

^ Asp Ser Ala Asn Gly He Thr Arg He Arg Val Val Val Ser Ala Ser Asp Cys Gin Gly Thr Pro 

GTA TTG AAT AGA AGC CTT GAA GTG GAT GAA AAG AAT AAG AAT TTT GCT ATC ACG CGC TTG CAA TCT 
yj Val Leu Asn Arg Ser Leu Glu Val Asp Glu Lys Asn Lys Asn Phe Ala He Thr Arg I*eu Gin Ser 

jpsJ TTG CTT TAT AAA GAA TTG AAA GAT TAT GCC AAT AAA GAA GGG CAA GGC AAT ACG GGG TTA TAA 
teJ ^ u ^ u Tyr Lys Glu Leu Lys Asp Tyr Ala Asn Lys Glu Gly Gin Gly Asn Thr Gly Leu 



CTC CCG GTG AGT TOG TTA GAA AAT TAT GAA AAA ATC TAT TAT CAA AAC GCT TTC AAA CCT AAA GTG 
Val Pro Val Ser Ser Leu Glu Asn Tyr Glu Lys He Tyr Tyr Gin Asn Ala Phe Lys Pro Lys Val 
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Figure 15 

HPC09S 

ATG CCA TT A AGG GTA TTG TTA TTC TTT TGT TTT TTG TTT TTA CAA GCA GAA GAT AAA AGC CAA GAG 
Met Ala Leu Arg VaX Leu Leu Phe Phe Cys Phe Leu Phe Leu Gin Ala Glu Asp Lys Ser Gin Glu 

CTA TTG TCC ATA CAA AAA CAA ATG GCT TTG GTG GAT AAA AAA CTC GCC AAA GAC GAT AAC GTG TGG 
Leu Leu Ser lie Gin Lys Gin Met Ala Leu Val Asp Lys Lys Leu Ala Lys Asp Asp Asn Val Trp 

TTG AAA AAA TTT GAA AAC TAT AAG ATC TAG AAC CAA ATT TAT ACC GAA AAA GAG AGC GTG AGG CAG 
Leu Lys Lys Phe Glu Asn Tyr Lys He Tyr Asn Gin lie Tyr Tar Glu Lys Glu Ser Val Arg Gin 

GAA TTA AGG CGT TTA AAA AAT AAA AAA AGC AAG GAT TTA TTA AAG ATT AGC ACC TTA GAG CAC ACC 
Glu Leu Arg Arg Leu Lys Asn Lys Lys Ser Lys Asp Leu Leu Lys He Ser Thr Leu Glu His Thr 

TTA AAG GCT TTA GAA TCC CAG CAA AAA ATG TTT GAA AGC TAT GGG GTC AAT CCT TTT AAG GAT TTG 
Leu Lys Ala Leu Glu Ser Gin Gin Lys Met Phe Glu Ser Tyr Gly Val Asn Pro Phe Lys Asp Leu 

ATA GAG CGC CCC AAT ATC CCC AAT ATC CCT AAT ATC GCT AAC CCT ATT GCA ATC ATT GAT GGC ATT 
lie Glu Arg Pro Asn He Pro Asn lie Pro Asn He Ala Asn Pro He Ala He He Asp Gly He 

TCT TTC ATT AAA AGC ATG CAT TTA AAG CAT GAA AGT CTT AAA AAA AAC' CAA ACT TCT TTA GAA GAA 
Ser Phe He Lys Ser Met His Leu Lys His Glu Ser Leu Lys Lys Asn Gin Thr Ser Leu Glu Glu 

j^r. GrTT TTA AAG CTT CTA GAT CAA AAA CAC CAG CTT TTA AAT GAG TGG CAC GCC TTG GAT AAA AGC GTG 

Val Leu Lys Leu Leu Asp Gin Lys His Gin Leu Leu Asn Glu Trp His Ala Leu Asp Lys Ser Val 

tf * AAA CTA AGC GAT GAG ATT TAT CAA ACT CAA GCC AAA CGC TTA GAA TTG CAA GGG GCT CAA AAC ATT 

fcys Leu Ser Asp Glu He Tyr Gin Thr Gin Ala Lys Arg Leu Glu Leu Gin Gly Ala Gin Asn He 

fn 

pj TTA AAA ACC ACG ATT GGG ATT TTC CAA AAA GAC AGC GAT GAA GCT ATA AGC ATT GTT AAA TCT CAA 

7 L y° **** He Gly He Mie Gin Lys Asp Ser Asp Glu Ala He Ser He Val Lys Ser Gin 

M GTT AAA AAC CAG CTT TTT AAA TTG ATT TAT GTG TTT TTA GCA GCC CTT TTG AGC GTG GTG TTT' GCT 

'm Val Asn Gin Leu Phe Lys Leu He Tyr Val Phe Leu Ala Ala Leu Leu Ser Val Val Phe Ala 

s TGG ATT TTA AAA ATC ATT TCC AGT AAA TAC ATT GAA AAT AAT GAG CGC GTC TAT ACC GTG AAT AAA 

Trp He Leu Lys He He Ser Ser Lys Tyr lie Glu Asn Asn Glu Arg Val Tyr Thr Val Asn Lys 

GCC ATT AAC TTC GTG AAT GTG AGC GTG ATC ATT TTA ATC TTT CTT TTT TCT TAT TTA GAG AAT GTT 
Ly Ala lie Asn Phe Val Asn Val Ser Val He He Leu He Phe Leu Phe Ser- Tyr Leu Glu Asn Val 

ACT TAC TTG GTC ACG GTT TTA GGC TTT GCG AGC GCT GGC TTA GOG ATT GCG ATG AAA GAT TTA. TTC 
Thr Tyr Leu Val Thr Val Leu Gly Phe Ala Ser Ala Gly Leu Ala He Ala Met Lys Asp Leu Phe 

ATG AGC TTG CTC GGG TGG TTT ATT ATT TTG ATT GGG GGG AGC GTG CAT GTG GGC GAT AGG GTG, CGT 
Met Ser Leu Leu Gly Trp Phe He He Leu He Gly Gly Ser Val His Val Gly Asp Arg Val Arg 

ATC GCT AAG GGG ACG GAT ATT TTT ATT GGC GAT GTG TTG GAT ATT TCT ATG TTG CAC ATT ACG ATT 
He Ala Lys Gly Thr Asp He Phe He Gly Asp Val Leu Asp He Ser Met Leu His He Thr He 

TTA GAA GAT GTA ACC TTT ACC ACT TAC ACG AAC AAC AGG AGA GCG GGC CGG ATT ATT TTT GTG CCT 
Leu Glu Asp Val Thr Phe -Thr Thr Tyr Thr Asn Asn Arg Arg Ala Gly Arg He He Phe Val Pro 

AAT AAT TAT ATT TTC ACC ACC ATG TTT GCT AAT TAC AGC CAT TTT GGG ATG AAA ACG GTT TGG GAT 
Asn Asn Tyr He Phe Thr Thr Met Phe Ala Asn Tyr Ser His Phe Gly Met Lys Thr Val Trp Asp 

GGC GTG GAT TTT TGC GTT ACA TTT GAT TCT GAT TTT AAA AAA CCT TCT AAA ATT GCG CTC AAT ATC 
Gly Val Asp Phe Cys Val Thr Phe Asp Ser Asp Phe Lys Lys Ala Ser Lys He Ala Leu Asn He 

GCT ACG GAA TTG TCT AAA GAA TAC ACG GAT ATT ACC TAT AAA CAG CTC AAT AAA ATG CGC GAC CGG 
Ala Thr Glu Leu Ser Lys Glu Tyr Thr Asp He Thr Tyr Lys Gin Leu Asn Lys Met Arg Asp Arg 

TAT TCT TTA AGG AGT TTG AGT GTG AAG CCT CGA TGC TTT TTG ATG CCT GAA AAT AAC GGG ATA AAA 
Tyr Ser Leu Arg Ser Leu Ser Val Lys Pro Arg Cys Phe Leu Met Pro Glu Asn Asn Gly He Lys 

ATC TCG GTG TGG TAT CAA ACC AAT TCG TAT GCG ACC ATG TCT TTA AGG AGC AAG ATT GTG GCT GAA 
He Ser Val Trp Tyr Gin Thr Asn Ser Tyr Ala Thr Met Ser Leu Arg Ser Lys He Val Ala Glu 

ATC GTT GAA GCT TTT TTG AAA GAA GAA AAT ATC CAT ATC GCT TAT ACG ACC AGC AAG TTG CTT AAA 
He Val Glu Ala Phe Leu Lys Glu Glu Asn He His He Ala Tyr Thr Thr Ser Lys. Leu Leu Lys 

GTG GAT GCT GAT TTT TTA GGC GAT GGT TTT GGG AAT AAA AGG GAA CAA AAA TGA 
Val Asp Ala Asp Phe Leu Gly Asp Gly Phe Gly Asn Lys Arg Glu Gin Lys 



P 
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HPC099 

ATG CCC GAA AAT TCT AAA CTA CAA CCT GCT AAG TTA GGG AAA AAT TTT GAC CCT GTG GAT CAT TCT 
Met Pro Glu Asn Ser Lys Leu Gin Pro Ala Lys Leu Gly Lys Asn Phe Asp Pro Val Asp His Ser 

AAC AGG AAT TTT TTC TTT TCT CTC ATT CTG TCT GTA TTG TTA CAC TGG TTG ATT TAT TTT TTA TTT 
Asa Arg Asn Phe Phe Phe Ser Leu He Leu Ser Val Leu Leu His Trp Leu He Tyr Phe Leu Phe 

GAA CAC AGA GAA GAT TTT TTT CCT TCA AAA CCC AAG CTT GTT AAA TTA AAT CCT GAA AAT TTA TTG 
Glu His Arg Glu Asp Phe Phe Pro Ser Lys Pro Lys Leu Val Lys Leu Asn Pro Glu Asn Leu Leu 

GTT TTA AAA AGA GGC CAT TCG CAA GAT CCC ACT AAA AAC ACC CAG GGC GCT CCT AAA CCC ACG CTG 
Val Leu Lys Arg Gly His Ser Gin Asp Pro Ser Lys Asn Thr Gin Gly Ala Pro Lys Pro Thr Leu 

GCT GGC CCC CAA AAA CCC CCC ACT CCA CCC ACA CCC CCA ATT CCG CCA ACC CCG CCA AAA CCT ATA 
Ala Gly Pro Gin Lys Pro Pro Thr Pro Pro Thr Pro Pro He Pro Pro Thr Pro Pro Lya Pro He 

GAA AAG CCT AAA CCT GAG CCT AAA CCT AAG CCA AAA CCA GAA CCC AAA AAG CCC AAC CAC AAA CAT 
Glu Lys Pro Lys Pro Glu Pro Lys Pro Lys Pro Lys Pro Glu Pro Lys Lys Pro Asn His Lys His 

AAG GCT CTT AAA AAA GTG GAA AAA GTG GAA GAG AAA AAA ATA CTA GAG GAG AAA AAA GAA GAG AAA 
Lys Ala Leu Lys Lys Val Glu Lys Val Glu Glu Lys Lys He Val Glu Glu Lys Lys Glu Glu Lys 

AAA ATC GTA GAG CAG AAA GTA GAA CAA AAA GTA GAG CAG AAA AAA ATA GAA GAG AAA AAA CCT GTC 
Lys He Val Glu Gin Lys Val Glu Gin Lys Val Glu Gin Lys Lys He Glu Glu Lys Lys Pro Val 

AAA AAA GAA TTT GAC CCT AAC CAG CTT TCT TTC TTG CCT AAA .GAA GTT GGG CCA CCC AGA AAA GAA 
Lys Lys Glu Phe Asp Pro Asn Gin Leu Ser Phe Leu Pro Lys Glu Val Ala Pro Pro Arg Lys Glu 

AAT AAT AAA GGC TTA GAT AAC CAA ACC AGA AGG GAT ATT GAT GAA TTG TAT GGC GAA GAA TTT GGG 
Asn Asn Lys Gly Leu Asp Asn Gin Thr Arg Arg Asp He Asp Glu Leu Tyr Gly Glu Glu Phe Gly 

GAT TTA GGC ACA GCC GAA AAA GAT TTC ATC AGG AAT AAT TTA AGG GAT ATT GGG CGC ATC ACG CAA 
Asp Leu Gly Thr Ala Glu Lys Asp Phe He Arg Asn Asn Leu Arg Asp He Gly Arg He Thr Gin 

AAA TAT TTA GAA TAG CCT CAA GTA GCG GCT TAT TTA GGG CAG GAC GGG ACG AAT GCG GTA GAG TTT 
Lys Tyr Leu Glu Tyr Pro Gin Val Ala Ala Tyr Leu Gly Gin Asp Gly Thr Asn Ala Val Glu Phe 

TAC TTG CAC CCT AAC GGC GAT ATT ACC GAT CTT AAA ATC ATC ATT GGC TCT GAA TAT AAA ATG CTT 
Tyr Leu His Pro Asn Gly Asp He Thr Asp Leu Lys He He He Gly Ser Glu Tyr Lys Met Leu 

GAT GAC AAC ACT TTA AAG ACC ATT CAG ATC GCT TAT AAG GAT TAC CCA CGC CCT AAA ACT AAA ACC 
Asp Asp Asn Thr Leu Lys Thr He Gin He Ala Tyr Lys Asp Tyr Pro Arg Pro Lys Thr Lys Thr 

CTC ATT CGC ATC AGA GTG CGT TAT TAC TTG GGA GGC AAT TAA 
Leu He Arg He Arg Val Arg Tyr Tyr Leu Gly Gly Asn 
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Figure 15 

HPC101 

ATG AAA ACA AAC GGG CTT TTT AAA ATG TGG GGG CTG TTT TTA CTT TTA ATC GCT TTA GTC TTT AAC 
Met Lys Thr Asn Gly Leu Phe Lys Met Trp Gly Leu Phe Leu Val Leu lie Ala Leu Val Phe Asn 

GCA TGC TCT GAT AGC CAT AAA GAA AAA AAG GAC GCT TTA GAA GTC ATT AAA CAA AGA GGG GTT TTA 
Ala Cys Ser Asp Ser His Lys Glu Lys Lys Asp Ala Leu Glu Val He Lys Gin Arg Gly Val Leu 

AAA GTG GGG GTT TTT AGC GAT AAG CCT CCT TTT GGA TCT GTG GAT TCT AAA GGG AAA TAT CAA GGC 
Lys Val Gly Val Phe Ser Asp Lys Pro Pro Phe Gly Ser Val Asp Ser Lys Gly Lys Tyr Gin Gly 

TAT GAT GTG ATC ATC GCT AAA CGC ATG GCC CTT GAT TTA TTG GGC GAT GAA AAT AAG ATT GAG TTT 
Tyr Asp Val He He Ala Lys Arg Met Ala Leu Asp Leu Leu Gly Asp Glu Asn Lys He Glu Phe 

ATT CCC GTA GAA GCT TCA GCT AGG GTG GAA TTT TTA AAA GCC AAT AAA GTG GAT ATT ATC ATG GCT 
He Pro Val Glu Ala Sex Ala Arg Val Glu Phe Leu Lys Ala Asn Lys Val Asp He He Met Ala 

AAT TTC ACG CGC ACT AAA GAA AGA GAA AAA GTC GTG GAT TTC GCT AAT CCG TAT ATG AAA GTC GCT 
Asn Phe Thr Arg Thr Lys Glu Arg Glu Lys Val Val Asp Phe Ala Asn Pro Tyr Met Lys Val Ala 

TKG GGG GTG ATT TCT AAA GAT GGG GTC ATT AAA AAT ATA GAA GAG TTG AAG GAT AAA GAG TTG ATT 
? Gly Val He Ser Lys Asp Gly Val He Lys Asn He Glu Glu Leu Lys Asp Lys Glu Leu He 

CTG AAT AAA GGC ACG ACA GOG GAW TTT TAT TTC ACT AAA AAT TAG CCC AAT ATC AAA CTT TTG AAA 
Val Asn Lys Gly Thr Thr Ala ? Phe Tyr Phe Thr Lys Asn Tyr Pro Asn He Lys Leu Leu Lys 

TTT GTA CAA AAC ACA GAG ACT TTT TTA GCC CTT TTA AAT AAT AAG GCC ACC GCT CTA GCC CAT GAC 



yg Phe Val Gin Asn Thr Glu Thr Phe Leu Ala Leu Leu Asn Asn Lys Ala Thr Ala Leu Ala His Asp 

AAC ACT TTA TTG CTC GCT TGG GCG AAA CAA CAC CCT GAA TTT AAA TTA GGC ATT ACA AGC CTT GGC 
Q Asn Thr Leu Leu Leu Ala Trp Ala Lys Gin His Pro Glu Phe Lys Leu Gly He Thr Ser Leu Gly 



GAT AAA GAT GTG ATC GCT CCA GCG ATT AAA AAA GGC AAC CCT AAG CTT TTA GAA TGG TTG AAT AAC 
Asp Lys Asp Val He Ala Pro Ala He Lys Lys Gly Asn Pro Lys Leu Leu Glu Trp Leu Asn Asn 

GAG ATT GAT TCC CTC ATT TCT AGC GAC TTT TTA AAA GAA GCT TAT CAA GAA ACT TTA GAG CCT GTT 
Glu He Asp Ser Leu He Ser Ser Asp Phe Leu Lys Glu Ala Tyr Gin Glu Thr Leu Glu Pro Val 

TAT GGC GAT GAA ATC AAA CC 
Tyr Gly Asp Glu He Lys 
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HPCX07 

ATG AAA AAC ACC AAT ACA AAA GAG ATA AAG AAT ACA AGA ATG GAA AAA GGT TAT ACT CAA TAC CAC 
Met Lys Asn Thr Asn Thr Lys Glu lie Lys Asn Thr Arg Met Glu Lys Gly Tyr Ser Gin Tyr His 

GCA CTC AAA AAA GGG CTT TTA AAA ACC GCT TTG CTT TTT AGC CTT CCT TTA AGC ATG GCG TTA GCT 
Ala Leu Lys Lys Gly Leu Leu Lys Thr Ala Leu Leu Phe Ser Leu Pro Leu Ser Met Ala Leu Ala 

GAC GAT GGC TTT TAT ATG GGA GTG GGC TAT CAA ATC GGC GGT GOG CAA CAA AAT ATC AAT JUC 
Glu Asp Asp Gly Phe Tyr Met Gly Val Gly Tyr Gin lie Gly Gly Ala Gin Gin Asa lie Asa Asa 

AAA GGC AGC ACC CTA AGG AAT AAT GTC ATT GAT GAT TTC CGC CAA GTG GGC GTG GGT ATG GCA GGG 
Lys Gly Ser Thr Leu Arg Asa Asa Val lie Asp Asp Phe Arg Gin Val Gly Val Gly Met Ala Gly 

GGT AAT GGG CTT TTA CCC TTA CCC ACA AAC AGG ACC ATG GAC GCT CTT TTA GGG ATA GGC AAT CAA 
Gly Asa Gly Leu Leu Ala Leu Ala Thr Asn Thr Thr Met Asp Ala Leu Leu Gly He Gly Asa Gla 

ATT TTC AAT ACT AAT ACA ACT CTT GGC AAC AAC AAC GCA GAA TTA ACC CAG TTT AAA AAA ATA CTC 
He Phe Asa Thr Asa Thr Thr Val Gly Asn Asa Asa Ala Glu Leu Thr Gla Phe Lys Lys He Leu 

CCC CAA ATT GAG CAA CGC TTT GAA GCG AAT AAA AAC GCT TAT AGC GTT CAA GCC TTG CAA GTG TAT 
Pro Gla He Glu Gla Arg Phe Glu Ala Asn Lys Asn Ala Tyr Ser Val Gla Ala Leu Gla Val Tyr 

TTG ACT AAT GTG CTT TAT AAC TTG GTT AAT AAT ACT AAT AAT GGC AGC AAT AAT GGA GTC GTT CCT 
Leu Ser Asa Val Leu Tyr Asa Leu Val Asn Asa Ser Asa Asa Gly Ser Asa Asn Gly Val Val Pro 

GAA TAT GTA GGG ATT ATA AAA GTT CTC TAT GGT TCT CAA AAT GAA TTC ACT CTC TTA GCC ACG GAG 
Glu Tyr Val Gly He He Lys Val Leu Tyr Gly Ser Gla Asa Glu Phe Ser Leu Leu Ala Thr Glu 

AGT GTG GCG CTT CTA AAC GCG CTT ACA AGG GTG AAT CTG GAT AGC AAT TOG GTG TTT TTA AAA GGG 
Ser Val Ala Leu Leu Asa Ala Leu Thr Arg Val Asa Leu Asp Ser Asa Ser Val Phe Leu Lys Gly 

CWA TTA CCC CAA ATG CAG CTT TTT AAT GAC ACT TCT GCA GCA AAG CTA GGC CAG ATC GCA GAA AGC 
? Leu Ala Gla Met Gla Leu Phe Asn Asp Thr Ser Ala Ala Lys Leu Gly Gla He Ala Glu Ser 

TTG AAT AAG AGC GGT GGT GCA GGG GCC ATG CTT CAA AAG GAT GTG AAA ACC ATC TCG GAT CGA ATC 
Leu Asa Lys Ser Gly Gly Ala Gly Ala Met Leu Gla Lys Asp Val Lys Thr He Ser Asp Arg He 

GCT ACT TAC CAA GAG AAT CTA AAA CAG CTA GGA GGG ATG CTA AAG AAT TAC CAT GAG CCA TAC CTA 
Ala Thr Tyr Gla Glu Asa Leu Lys Gla Leu Gly Gly Met Leu Lys Asa Tyr Asp Glu Pro Tyr Leu 

CCC CAA TTT GGG CMA GGC ACA AGC TCT CAG CAT GGG GTT ATT AAT GGC TTT GGC ATT CAA ATG GGC 
Pro Gla Phe Gly ? Gly Thr Ser Ser Gla His Gly Val He Asa Gly Phe Gly He Gin Met Gly 

TAT AAG CAA TTT TTT GGG AAC AAG AGG AAT ATA GGC TTA CGG TAT TAC GCT TTC TTT CAT TAC GGC 
Tyx Lys Gin Phe Phe Gly Asn Lys Arg Asn He Gly Leu Arg Tyr Tyr Ala Phe Phe Asp Tyr Gly 

TTT ACG CAA TTG GGC AGT CTT AGC AGC GCT GTT AAA GOG AAC ATC TTT ACT TAT GGT GCT GGC ACG 
Phe Thr Gin Leu Gly Ser Leu Ser Ser Ala Val Lys Ala Asn He Phe Thr Tyr Gly Ala Gly Thr 

GAC TTT TTA TGG AAT ATC TTT AGA AGG GTT TTT AGC GAT CAG TCC TTG AAT GTG GGG GTG TTT GGA 
Asp Phe Leu Trp Asn He Phe Arg Arg Val Phe Ser Asp Gla Ser Leu Asn Val Gly Val Phe Gly 

GGC ATT CAA ATA GCG GGT AAC ACT TGG GAT AGC TCT TTA AGA GGT CAA ATT GAG AAT TCG TTT AAA 
Gly He Gin He Ala Gly Asn Thr Trp Asp Ser Ser Leu Arg Gly Gla He Glu Asa Ser Phe Lys 

GAA TAC CCC ACT CCC ACA AAT TTC CAA TTT TTA TTT AAT TTG GGC TTA AGG GCT CAT TTT GCC AGC 
Glu Tyr Pro Thr Pro Thr Asn Phe Gin Phe Leu Phe Asn Leu Gly Leu Arg Ala His Phe Ala Ser 

ACC ATG CAC CGC CG 
Thr Met His Arg 
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HPC110 

TTT ACA AAG ATT ATC AAG AGA GTT AGA GCG CTT GTG AAA AAA CAC CCC AAG AAA AGC AAG GCG GCA 
Phe Thr Lys lie Met Lys Arg Val Arg Gly Leu Val Lys Lys His Pro Lys Lys Ser Lys Ala Ala 

TTA GTA GTA TTG ACC CAT GTT GCG TGC AAG AAA GCG AAA GAA TTG GAC GAT AAA GTC CAG GAT AAA 
Leu Val Val Leu Thr His Val Ala Cys Lys Lys Ala Lys Glu Leu Asp Asp Lys Val Gin Asp Lys 

TCC AAA CAA GCT GAA AAA GAA AAT CAA ATC AAT TGG TGG AAA TAT TCA GGA TTA ACA ATA GCG arz. 
Ser Ly. Gin Ala Glu Lys Glu Asn Gin He Asn Trp Trp Lys Tyx Ser Gly 2£ Snr E 

ACT TTA TTA TTA GCC GCT TGT AGT GCT GGT GAT ATT GAT AAA CAA ATA GAG TTA GAA CAA GAA AAA 
Ser Leu Leu Leu Ala Ala Cys Ser Ala Gly Asp lie Asp Lys Gin He Glu Leu Glu Gin Glu Lys 

CAA AAG ACA GAA CAA GAA CAA CAG AAA ACA GAA CAA GAA AGA CAA AAA 
Gin Lys Thr Glu Gin Glu Gin Gin Lys Thr Glu Gin Glu Arg Gin Lys 

HPC117 

ATG CCA TAC GCC TTA AGA AAA AGA TTT TTC AAA CGC CTT GCG CTG ATT GTT TCC ACT TTT TGC GCG 
Met Pro Tyr Ala Leu Arg Lys Arg Phe Phe Lya Arg Leu Ala Leu He Val Ser Thr Phe Cys Ala 

ATA AGC TTG AAC GCT AAA AGC TAT CTG TTT TCC CCC TTG CCC CCA GCG CAC CAA CAA ATC ATT AAG 
_ He Ser Leu Asn Ala Lys Ser Tyr Leu Phe Ser Pro Leu Pro Pro Ala His Gin Gin He He Lys 

:fj ACA GAG CCT TGC TCT TTG GAA TGC TTG AAA GAC TTG ATG TTG CAA AAT CAA ATC TTT TCT TTT GTT 

Thr Glu Pro Cys Ser Leu Glu Cys Leu Lya Asp Leu Met Leu Gin Asn Gin He Phe Ser Phe Val 

CQ TCT CAA TAC GAT AAC AAC AAC CAA GAT GAG AGC CTT AAA ACT TAT TAT CAT GAC ATA CTC AAT AAA 

q Ser Gln As? Asn Asn Asn Gin Asp Glu Ser Leu Lys Thr Tyx Tyr His Aap He Leu Asn Lys 

H CTC AAC CCT GCA TTC ATC GCT TCT CAA ACT CCA GCT AAA GAC AGC TAT GAG CCT AAG ATT GAA TTA 

Leu Asn Pro Ala Phe He Ala Ser Gin Thr Pro Ala Lys Asp Sex Tyr Glu Pro Lys He Glu Leu 

01 GCG GTT TTA CTG CCT AAA AAG GTG GTG GGG CCT TAT GCC ATT TCG GTG ATG AAC ACC CTT TTA GCG 

Ala . Val Leu Leu Pro Lys Lys Val Val Gly Arg Tyr Ala He Ser Val Met Asn Thr Leu Leu Ala 

TAT TTG AAC ACC AGA AAC AAC GAT TTC AAT ATC CAA GTC TTT GAC AGC GAT GAA GAG AGT CCT GAA 
Tyr Leu Asn Thr Arg Asn Asn Asp Phe Asn He Gin Val Phe Asp Ser Asp Glu Glu Ser Pro: Glu 



AAA TTA GAG CAA ACC TAT AAA GAA ATT GAA AAA GAA AAA TTC CCT TTT GTG * ATA GCC TTA TTA ACC 
Lys Leu Glu Gin Thr Tyr Lys Glu He Glu Lya Glu Lys Phe Pro Phe Val He Ala Leu Leu. Thr 

U ®AA AAT TTG CTC CAA AAC ACC ACG ATT AGC ACC CCT ACT TAT GTG CCT ACG GTG 

Lys Glu Gly Val Glu Asn Leu Leu Gin Asn Thr Thr He Ser Thr Pro Thr Tyr Val Pro Thr Val 

^f*^ i?* TTA GAA AAT CAA ACT GAG CGT TCT TTA AGC GAG CGC TTG TAT TTT GGG GGG ATT 

^: J| Asn Arg Thr Gin Leu Glu Asn Gin Thr Glu Arg Ser Leu Ser Glu Arg Leu Tyr Phe Gly Gly He 

GAC TAT AAA GAG CAA TTA AGC ATG CTC ACG GCT TTC ATT AGC CCT AAT TCG CCC GTG ATT GAA TAC 
Asp Tyr Lys Glu Gin Leu Ser Met Leu Thr Ala Phe He Ser Pro Asn Ser Pro Val He Glu Tyr 

?^ GAT GAT GGC CTA ATA GGA GAA CGC TTG AGG CAA ATC ACG GAG TCT TTA AGC ATT GAA GTC AAA 
Asp Asp Asp Gly Leu He Gly Glu Arg Leu Arg Gin He Thr Glu Ser Leu Ser He Glu Val Lys 

AAT ATT TCT TAC AAA CAA GCC ACC AGT TTT TCT AAA AAT TTT AGA AAA AAC GAT GCG 
His Gin Glu Asn He Ser Tyr Lys Gin Ala Thr Ser Phe Ser Lys Asn Bhe Arg Lys Asn Asp Ala 

TTT TTT AAA AAT TCT ATT TTG ATT TTA AAC ACC CCT ACC ACT AAA AGC GGC CTT ATC CTT TCT CAA 
PJie Phe Lys Asn Ser He Leu He Leu Asn Thr Pro Thr Thr Lys Ser Gly Leu He Leu Ser Gin 

ATA GGG CTT TTA GAA TAC AAG CCC TTT AAA ATC CTT TCC ACA CAA ATC AAT TTC AAC CTC TCT TTA 
He Gly Leu Leu Glu Tyr Lys Pro Phe Lys He Leu Ser Thr Gin He Asn Phe Asn Leu Ser Leu 

•CTC TTA CTC ACC CAG CCT AAA GAC AGA AAG AAT TTA TTC ATC GTC AAT GCC TTG CAA AAT AGC GAT 
Leu Leu Leu Thr Gin Pro Lys Asp Arg Lys Asn Leu Phe He Val Asn Ala Leu Gin Asn Ser Asp 

GAA ACG CTT ATA GAA TAC GCC TCC TTA TTG GAG AGC GAT TTA AGG CAT GAT TGG GTG AAT TAT TCC 
Glu Thr Leu He Glu Tyr Ala Ser Leu Leu Glu Ser Asp Leu Arg His Asp Trp Val Asn Tyr Ser 

AGT GCA ATT GGG CTA GAG GTG TTT TTA AAC ACA CTA GAT COG CAT TTT AAA AAA TCT TTT CAA GAA 
Ser Ala He Gly Leu Glu Val Phe Leu Asn Thr Leu Asp Pro. His Phe Lys Lys Ser Phe Gin Glu 

AGT TTA GAA GAC AAT CAA CTC CGT TAC CAC AAT CAA ATT TAT CAG GCT TTA GGG TAT TCT TTT GAG 
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Ser Leu 61« Asp Asa Gin Val Arg Tyr Hi. Asa Gla lie Tyr Gin Ala Leu Gly Tyr ser Phe Glu 

CCG ATA AAA AAT GAA AGC GGA ACA AAA AAA GAA TAA 
Pro He Lys Asa Glu Ser Gly Tor Lys Lys Glu 

HPC129 

ATG TCA AAT AGC ATG TTG GAT AAA AAT AAA GCG ATT CTT ACA GGG GOT SCG er-r 

Met Ser Asn Ser Met Leu Asp Lys Asa Lys Ala He Leu Thr Gly Gly Gly Ala Leu Leu Leu Gly 

CTA ATC GTG CTT TTT TAT TTA GCT TAT CGC CCT AAC GCT GAA cm r-rr rw 

^* Val Leu Phe Tyr Leu Ala Tyr Arg Pro Lys Ala Glu Val Leu Gin Gly Phe Leu Glu Ala 

AGA GAA TAC AGC GTG ACT TCC AAA GTC CCT GGC car &tt raa _. 

i?" TCT GCA AGA GAT GTT TGG CAA GCG GCA AAA TCC CAA GCG ACT CTA GCC AAA e&f* »f»i 

Thr He Aan Ser Ala Arg Asp Val Trp Gin Ala Ala Lys Ser Gin Ala Thr Leu Ala Lys Glu Thr 

TAT AAG CGC GTT CAA GAT TTG TAT GAT AAC GGC GTG CCG AGC TTG CAA AAG CGC GAT AAA cev t»t 
Tyr Lys Arg Val Gin Asp Leu Tyr Asp Asa Gly Val Ala Ser Leu Gin Lys Arg Asp Lys Ala Tyr 

GCA GCT TAT 
Ala Ala Tyr 



HPC132 



Met Lv» TTA ACT TTA TGG TTA GGG GTG TTT TGT TTC CTT AAG GCT ACG CCT TAT TTA TAC TTG 

Met Lys He Leu Ser Leu Trp Leu Gly Val Phe Cys Phe Leu Lys Ala Thr £ro Tyr ™ ™ ™ 

GGC GAA GAG CCT AAA TAT AAG GAG AAT TTC ACG CAT TTT GAA TAC GCT AAC rrr 

Gly Glu Glu Pro Lys Tyr Lys Glu Asn Phe Thr His Phe Glu Tyr Ala Asa Pro Asa Ala Arg Lys 

Gly Gly Val Leu Arg Asa Asp Ala He Gly Thr Phe Asp Ser Leu Asa Pro «- 
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HPC137 

ATG AAA ACT TAT TTA TAT AAC CAT TTT TTA TTT TTC TGC TTT ATT CTG GGA GCG TTT TTA TTA GGT 
Met Lys Thr Tyr Leu Tyx Aan His Phe Leu Phe Phe Cys Phe lie Leu Gly Ala Phe Leu Leu Gly 

TTG CTT ACT CCA GCT TAT GCT TTG AGT GTT ATC ACC ACT AAA GAA ATT AAC GCT AAT TIG CCT AAT 
Leu Leu Ser Pro Ala Tyr Ala Leu Ser Val lie Thr Thr Lys Glu lie Aan Ala Aan Leu Pro Aan 

GGA GCG ATA GAA AGC AGG CTG GTG TTA GGC AAG AGG GTG TTT AAA GTA GAA GCT CAT GGG TTT TAT 
Gly Ala He Glu Ser Arg -Val Val Leu Gly Lys Arg Val Phe Lys Val Glu Ala His Gly Phe Tyr 

TTT AGA AAC AAC GGA ACT AAC AGC ATA GAC ATA GAA ATC ACC ACT CTT TTA AGA GAC AAT CAA TCG 
Phe Arg Aan Asn Ala Thr Asn Ser He Asp He Glu He Thr Ser Leu Leu Arg Asp Asn Gin Ser 

TTT CCT TTG ACT AGC CCT GCT AAA ACC AGT TTA AAA ATA CCT TCT AAC GCC AAG ATT AAA AAA TCC 
Phe Pro Leu Thr Ser Pro Ala Lys Thr Ser Leu Lys He Pro Ser Asn Ala Lys He Lys Lys Ser 

ACT CTC CTT GTT TTA AAG GGC GAG AAT GCT GAA GAA GTG GCT AAG ATT TTA GGC ATT AGC AAA GAA 
Thr Leu Leu Val Leu Lys Gly Glu Asn Ala Glu Glu Val Ala Lys He Leu Gly He Ser Lys Glu 

GAA TAC CAA AAG CTA GAA AAC ACC GCT CAA ACC AAC GCT ACC AAT GAC CCT ATG TAT GCC AAC ACG 
Glu Tyr Gin Lys Leu Glu Aan Thr Ala Gin Thr Asn Ala Thr Asn Asp Pro Met Tyr Ala Asn Thr 

CCT TTT AGT AAT GGC TCT GAT AGT TCC GCT TAC GAT AAC AAT CCT AAT AGC CCT AAC AAT AAC GCT 
q Pro Pne Ser Aan Gly Ser Asp Ser Ser Ala Tyr Asp Asn Asn Pro Asn Ser Pro Asn Asn Asn Ala 



OB 
Q 



ATC AAT GGT AAA GAT GGC GCA AAT GGG AGT AAT GGC TAT GGG GTA AAT GGC AAC GAT GGG ATA AAT 
He Asn Gly Lys Asp Gly Ala Asn Gly Ser Asn Gly Tyr Gly Val Asn Gly Asn Asp Gly He Asn 

GGG AGC AGT GGG AGT AAT GGA AAT AAT TCA AAT AAT AAT GCC GTG GGC AGT GGT ATT GAT ACA GAT 
Gly Ser Ser Gly Ser Asn Gly Asn Asn Ser Asn Asn Asn Ala Val Gly Ser Gly He Asp Thr Asp 
♦ 

GGC GTG TTG GGT GTG GAT GGA GTG AAT GGA TCT AAC TCT TCA AGC GGT GGC TCT GTA GGG GGT TAT 
Gly Val Leu Gly Val Asp Gly Val Asn Gly Ser Asn Ser Ser Ser Gly Gly Ser Val Gly Gly Tyr 

GAG AAT AAT TTC ACT AAT CAT GGC TCT ACT AGC AAT AAC ACA GGA GGG TAT GAC AAT TTT AAT AAT 
Glu Asn Asn Phe Thr Asn His Gly Ser Thr Ser Asn Asn Thr Gly Gly Tyr Asp Asn Phe Asn Asn 

AAT AGC TCA AGT GGT GGG GGG TTA GGG AAT GGG GGG CTT TTC CCT ATT CCT TTT GGT AAT GGT GGC 
Asn Ser Ser Ser Gly Gly Gly Leu Gly Asn Gly Gly Leu Phe Pro He Pro, Phe Gly Asn Gly Gly 

ACA AAC AAT TCC AAT AAT CCT ACT AAC ACC ACT AGC CCA ACT AAT GGC AGT AGT TCC AAT AGC GCC 
Thr Asn Asn Ser Asn Asn Pro Thr Asn Thr Thr Ser Pro Thr Asn Gly Ser Ser Ser Asn Ser Ala 

ACT AAT CCT AAC TCG CAA GAA AAC AAT TAC TCC AGC CAG TAT TGT AAA GCG CCC AAR TTA AGC CCT 
Thr Asn Pro Asn Ser Gin Glu Asn Asn Tyr Ser Ser Gin Tyr Cys Lys Ala Pro ? Leu Ser Pro 

AAC AAC ACG ATG AAA CTA GAT CTT ATC GCT AAA GAT GGC TCT TGT ATT TCT ATG AAC GCT TTA AGA 
Asn Asn Thr Met Lys Leu Asp Val He Ala Lys Asp Gly Ser Cys He Ser Met Asn Ala Leu Arg 

GAT GAC ACT AAA TGT GCT TAT AGA TAC GAT TTT GAA GCC G 
Asp Asp Thr Lys Cys Ala -Tyr Arg Tyr Asp Phe Glu Ala 
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HPC149 

TTG TCT AAA GGT TTG AGT ATC GGT AAT AAA ATC ATA TTG TCG GTG GCG TTG ATT GTG ATC GTT. Ttzr 
Met Ser Lys Gly Leu Ser He Gly Asa Lys He He Leu Trp V.X Ala Leu He va! Val S 

tT^ 5?" TCC TTG AAC A6C AGG GTG AAA GAG ATT TTA AAA GAA AGC GCT CT6 CAT 

Val Ser He Leu Gly Val Ser Leu Asa ser Arg Val Lye Glu He Leu Lys Glu Ser All Kil 

Ser Het Gin Asp Ser Leu His Phe Lys VI Lys Glu Val Gin Gly Val Leu Glu Aon Thr Tyr Thr 

AGC ATG GGC ATT GTC AAA GAA ATC CTC CCT AAA GAC ACC AAA AGA GAA ATC AAA ATP <w i-iv. «v 
Ser Met Gly He Val Lys Glu Met Leu Pro Lys Asp Tbr Lys Arg Glu lie Lys lie Arg Leu Leu 

»y TTA GCC AAT TCG CAT GTC GCT GGG GCG ACC GTG TTT TTT AAA GAC AGA GAA GAT 
Lys Asn Phe He Leu Ala Asn Ser His Val Ala Gly Ala Ser Val Phe Phe Lys Asp Arg Glu* 

F"* 1 J^A 5?* CTT TTA AGG GAT AAC GAT ACG ATT AAA GTG ATC GAA AAC COG TCA TTA GGG AAT 

Leu Gly Leu Thr Leu Leu Arg Asp Asn Asp Thr He Lys Val Met Glu Asn Pro Ser Leu Gly £1 

F^ GCG CAA AAA GOG ATG AAA AAT AAA GAA ATT TCT AAA ACC TTG CCT TAT TAT AGG AAA 
Asn Pro Leu Ala Gin Lys Ala Met Lys Asn Lys Glu He Ser Lys Ser Leu Pro Tyr Tyr Arg Lys 

SET 2"?* 5??* T GGG GTT GAT ATT CTT TTA CCT TTA TTG AAT GAC AAC GCT CAA 

Met Pro Asn Gly Ala Glu Val Tyr Gly Val Asp He Leu Leu Pro Leu Leu Asn Glu Asa Ala Gin 

tt^T GGG GCT TTG ATG GTT TTT CTT TCC ATT GAC AGC TTC AGC AAT GAA ATC ACT AAA AAC 

Glu Val val Gly Ala Leu Met Val Phe Leu Ser He Asp Ser Phe Ser Asn Glu lie Thr Lys Asa 

GAT TTG TTT TTA ATT GGT GTT AAG GGT AAA GTG CTT TTG AGC GCG AAT AAC AGT TTG CAA 
Arg Ser Asp Leu Phe Leu He Gly Val Lys Cly Lys Val Leu Leu Ser Ala Asn Lys Ser Leu Gin 

GAC AAA TCT ATC GCA GAA ATT TAT AAG AGC GTG CCT AAA GCC ACC AAC GAA GTG CTG GCT ATT TTA 
Asp Lys Ser He Ala Glu He Tyr Lys Ser Val Pro Lys Ala Thr Asn Glu Val Leu Ala lie Su 

AAA GCG ACT TTA GAA TAT TTG GAT CCC TTT ACC CAT AAG GAA AAT TTC TTA GCC 
Glu Asn Gly ser Lys Ala Thr Leu Glu Tyr Leu Asp Pro Phe Ser Bis Lys Glu Asn Phe Leu. Ala 

mT^ AAA ATG CTA GGC AAA ACA CAA AGT AAA GAC AWT CTT AAT TGG ATG ATC GCT TTA 
val Glu Pro Phe Lys Met Leu Gly Lys Thr Glu Ser Lys Asp 7 Leu Asn Trp Met lie -Ala Leu 

S?*^ GAC AAG GTC TAT GAG CAA GTG GGC TCG GTC CGT TTT GTG GTG ATC ATA GCG AGC 

He He Glu Lys Asp Lys Val Tyr Glu Gin Val Gly Ser Val Arg Phe Val Val lie lie Ala Ser 

Ala lie Mat Ws>? F'* If?*" ATT ATA GCG ATC ACT CTT TTA ATG CCA GCG ATT GTG AGC AAT CGT 

Ala He Met Val Leu Ala Leu He He Ala He Thr Leu Leu Met Arg Ala He Val Ser Asn Arg 

"CC GTT TCT AGC ACC TTG TCT CAT TTC TTT AAA TTA TTG AAC AAT CAA GCC CAT TCT ACC 
LCU ° 1U Ala Val S « ^r Thr Leu Ser His Phe Phe Lys Leu Leu Asn Asn Gin Ala His Ser sir 

GAT ATT AAA TTG ATT CAA. GCA AAA TCC AAT GAC GAA TTA GGG GGC ATG CAA ACA GCG ATC AAT AAA 
Asp lie Lys Leu He Glu Ala Lys Ser Asn Asp Glu Leu Gly Arg Met Gin Thr Ala lie Asn Lyt 

TTG CAA ACC CAA AAA ACC ATG CAA GAA GAC AGG CAA GCC GTC CAA GAC ACC ATT AAA GTG 
Asa II. Leu Gin Thr Gin Lys Thr Met Gin Glu Asp Arg Gin Ala Val Gin Asp Thr lie Lys Val 

Val Ser Asp Val Ly» Ala Gly Asn Phe Ala Val Arg He Thr Ala Asp Pro Ala Ser pro Asp Leu 

TTG AGG GAC GCG CTA AAT GGG ATC ATG GAT TAT TTG CAA GAA AGC GTA GGG ACT CAC ATG 
Lys Glu Leu Arg Asp Ala Leu Asn Gly He Met Asp Tyr Leu Gin Glu Ser Val Gly Thr His Met 

SJf* ATC TTT CAA AGC TAT TCT GGT TTG GAT TTT AGA GGC CGA ATC CAA AAC GCT 

Pro Ser He Phe Lys He Phe Glu Ser Tyr Ser Gly Leu Asp Phe Arg Gly Arg He Gin Asa Ala 

c^" r*i^ **** TTG GTT ACT AAC CCT TTA GGG CAA GAA ATC CAA AAA ATG CTA GAA ACT TCG 

Ser Gly Arg Val Glu Leu Val Thr Asa Ala Leu Gly Gin Glu He Gla Lys Met Leu Glu Thr Ser 

mf* AAA GAT TTA GCG AAC GAT AGC GCG AAT TTA AAA GAA TCC GTG CAA AAT TTA GAA 

ser Asa Phe Ala Lys Asp Leu Ala Asn Asp Ser Ala Asa Leu Lys Glu Cys Val Gin Asn Leu Glu 

L^ SI If^ ? C Sf* ? C ATG ACT TCT ACG ATA GAG AAT XTC ACC ACT 

Lys Ala Ser Asa ser Gla His Lys Ser Leu Met Glu Thr Ser Lys Thr He Glu Aan He Thr Thr 
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Figure 15 

TCC ATT CAA GGC GTC AGC TCT CAA ACT GAA GCC ATC ATT GAA CAA GGG CAA GAC ATT AAA AGC ATT 
Ser, lie Gin Gly Val Ser Ser Gin Ser Glu Ala Met He Glu Gin Gly Gin Asp He Lya Ser He 

GTA GAA ATC ATT AGA GAC ATC GCT GAT CAA ACC AAT CTA TTA GCC CTA AAC GCC GOT ATT GAA GCC 
Val Glu He He *xg Asp Xle Ala Asp Gin Thr Asn Leu Leu Ala Leu Asn Ala Ala He Glu Ala 

GCA AGG 
Ala Arg 

HPC161 

CTG GCG GTG AAA AAA ATC GTT GTG GGT TGG TGT GTG GCG TTG GCT TTT TTA AGC GCA AAT CCA GCG 
Met Ala Val Lys Lys He Val Val Gly Trp Cys Val Ala Leu Ala Phe Leu Ser Ala Asn Pro Ala 

CAA GCC GAT AAA GCG ATC ACT AAT CCC GAT TTG ATT AAA GAA ATA AGG GAC TTA AAA AAA ATC ATC 
Gin Ala Asp Lya Ala He Ser Asn Ala Asp Leu He Lys Glu He Arg Asp Leu Lys Lys He He 

AGC GCG CAA AAC ACT GAG ATC AAC AAT TTA AGA AGA GTG CAA GAA GTC TTG TCT GGG CAA TTA GGG 
Ser Ala Gin Asn Thr Glu He Asn Asn Leu Arg Arg Val Gin Glu Val Leu Ser Gly Gin Leu Gly 

GAT ATG CGT AAG GAT ATA TTA AGC ACT AGA GAT TAT TCC ATT AGC TTA AGG CCT TAT ATC TAT AAT 
Asp Met Arg Lys Asp He Leu Ser Thr Arg Asp Tyr Cys He Ser Leu Arg Pro Tyr He Tyr Asn 

TGG CGC TAG 
Trp Arg 

HPC169 

ATG GTA TTT GAC AGA ACA ATC AGC GTA AGA GAA AAA AAA GCG GCT AAA ACG CTT GGG ATT GTG GGG 
Met Val Phe Asp Arg Thr He Ser Val Arg Glu Lys Lys Ala Ala Lys Thr Leu Gly He Val Gly 

ATC GTC TTT TTT ATT TTG TTT GGC ATC GTA ATA AGC GGG GTG GCT TTT CAA AAA GAG TGG GTG CAA 
He Val Phe Phe He Leu Phe Gly lie Val He Ser Gly Val Ala Phe Gin Lys Glu Trp Val Gin 

CAA TTG GAT TTA TTT TTT ATA GAC TTG ATC CAC AAC CCT GCC CCC ATT CAA 
Gin Leu Asp Leu Phe Phe He Asp Leu He His Asn Pro Ala Pro He Gin 

HPCL72 

CGA TAT GAT AAA GGG TTT GAA AAA GAT AAA AAA GAT CTA GAA TAT TAT TCT AAA GCT TGC GAG TTA 
Arg Tyr Asp Lys Gly Phe Glu Lys Asp Lys Lys Asp Leu Glu Tyr Tyr Ser Lys Ala Cys Glu. Leu 

AAC TAT GGC GAT GGC TGT GCG ATT TTA GGG GAT ATT TAT CGT AAT GGT GAA GGC GTA ACA CAA AAT 
Asn Tyr Gly Asp Gly Cys Ala He Leu Gly Asp He Tyr Arg Asn Gly Glu Gly Val Thr Gin Asn 

TTT AAA AAA GCT TTC AAA TAT TAC TCT AAA GCT TGC GAA TTA AAT AAT GGT GAA GGG TGT TCC AAA 
Phe Lys Lys Ala Phe Lys Tyr Tyr Ser Lys Ala Cys Glu Leu Asn Asn Gly Glu Gly Cys Ser Lys 

TTA GGA GGG GAT TAT TTT TTT GGT GAA AGC GTA ACG CAA GAT CTT AAA AAA GCT TTT GGA TAT TAC 
Leu Gly Gly Asp Tyr Phe Phe Gly Glu Ser Val Thr Gin Asp Leu Lys Lys Ala Phe Gly Tyr Tyr 

TCT AAA GCT TGC GAA TTA AAC GAA GCT CTA ACA TGC ACG CTT GTA GGA GAG TTT TAT CGT GAT GGT 
Ser Lys Ala Cys Glu Leu Asn Glu Ala Leu Thr Cys Thr Leu Val Gly Glu Phe Tyr Arg Asp Gly 

GAA GGC GTA ACA AAG GAT CTT AAA AAA GCT TTT GAA TAT TCT GCT AAA GCT TGT GAA TTG AAC GAT 
Glu Gly Val Thr Lys Asp Leu Lys Lys Ala Phe Glu Tyr Ser Ala Lys Ala Cys Glu Leu Asn Asp 

GCT AAA GGG TGT TAC GCT CTA GCA GCG TTT TAT AAT GAG GGT AAG GGC GTA GCA AAG GAT GAA AAA 
Ala Lys Gly Cys Tyr Ala Leu Ala Ala Phe Tyr Asn Glu Gly Lys Gly Val Ala Lys Asp Glu Lys 

CAA ACG ACA GAA AAC CTT GAA AAG AGT TGC AAG CTA GGA TTA AAA GAA GCA TGC GAT ATT CTC AAA 
Gin Thr Thr Glu Asn Leu Glu Lys Ser Cys Lys Leu Gly Leu Lys Glu Ala Cys Asp He Leu Lys 

GAA CAA AAA CAA TAA 
Glu Gin Lys Gin 
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HPC180 



^ ^ ^ " C ™ ^ ^ ^ ^ TO ATC OT * TC TOG CTC CAA OCG GAC ATG 

Met Lys Thr Phe Lya Asa Leu Leu Cya Phe Ser Leu tie Ala Met Ser Trp Leu Gin aS S£ 



Met 



lie lyr Gly Val Ser Val Leu Phe Gly Asp Leu Val Asp Lya A„ Asn He Glu Lys J£ G^ 

TTT AAA ACA GAC ACT OQA TTA GCC AAA TAC CAA CAA GCC ACQ ACA CAA GAT TAC ACC AGA AGC GGT 
Ph. Lya Thr Asp Thr Arg Leu Ala Lya Tyr Gin Gin Ala Thr Thr Gin Asp Tyr Thr Arg Ser Gly 

TTT GAT AGG GGG CAT TTT GTG GCG AAT GAC GCT TCT TTT GAT TTT GCG TCT AAC CCT TTA nr. ^ 
Phe Asp Arg Gly His Phe Val Ala Asa Asp Ala Ser Phe Asp Phe Ala Ser Asn Pro Leu Arg Glu 

•Sw' i*"* ACT AAT ATC ACC CCT GAA GCC AAA AAC ACC AAT AGG CAT TCT GTT TTA rk era. 

Thr Tyr Arg Met Thr Asn He Thr Pro Glu Ala Ly, Asn Thr Asn Arg hT, J£ 2 2 

GAA AAA GAG GGC SGT AAT TTG GCC AGG AAA TAC CAT CAA GTT TTR GTA GAA GAA CTC ACT aiv s<rx-> 
Glu Lys Glu Gly ? Asn Leu Ala Arg Lys Tyr His Gin Val Val Glu Glu Leu Thr l£ lie 

AGG ACT TTT AGC CCT AAA ANT ATC GCT ATT CCT AGC GGC TTT TGG TAC CAC TAT 
Lys Gin Gly Tyr Arg Thr Phe Ser Pro Lys 7 He Ala He Pro Ser Gly Phe Trp Tyr His Tyr 

aon «r?^ *GG CTA ACG GAC AGC TAT GAA AAC GCT AAA AGC GAA TGC TTT TAT ATC CCT AAT GAC AAC 
Asp Thr Arg Leu Thr Asp Ser Tyr Glu Asn Ala Lys Ser Glu Cya Phe Tyr lie Pro Asn ™ 

Gin Asn Tyr pro Leu Gin Glu Met Arg Lys Asp Cys Lys Gly Tyr Glu Arg Val Glu Lys S£ S 

SI f*° ^ AAC "ACT GAG TTG AAC GAA TTG CCT AAS TAT TTT AAC AAC GCT AAG AAB 

val Phe Lys Asn Asn Lys Asa Thr Glu Leu Asn Glu Leu Pro Lys Tyr Phe Asn Asn Ala Lys Lya 

TAT TAA 
Tyr — 
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HPC174 

ATC AAA AAA TTT TTI TCT CAA TCI TTA TTA GCT TTC ATI GIG TCT ATG AAC GCC CTA r-m rw »>n»> 
net Lys Lys Phe Phe Ser Gin ser Leu Leu Ala Leu He Val Ser Met As£ Ala Leu Leu Ala Met 

GAT GGC AAT GGC GTT TTT TTA GGG GCG GGT TAT TTG CAA GGG CAA err ra » ^„ 

^ ° ly *« ™ «- *- Gly Ala Gly Tyr Leu Gin Gly Gin Ala Gin Met His Ala Asp S 

AAT TCT CAA AAA CAA GCC ACT AAC GCT ACT ATC AAA GGC TTI GAT GGG CTT TTA CCS tit »»»» 
Asn ser Gin Lys Gin Ala Thr Ann Ala Thr lie Lys Gly Phe Asp Ala Leu Leu Gly Tyr Gin Phe 

TTC TTT CGG AAA TAC TTT GGC TGT CGT GCT TAT GGG TTT TTT GAC TAC GCT CAT GCC aa-r Tv~r »t-». 
Phe Phe Gly Lys Tyr Phe Gly Cys Arg Ala Tyr Gly phe Phe X£ jjr £1 aS SI £r lH 

CTT AAA AAC CCT AAC TAT AAC AGC GAA GIG GCG CAA TTG GCG GGT CAA ATT CTT GGQ AAA c*»a 
Arg Leu Lys A» Pro Asn Tyr Asn Ser Glu Val Ala Gin Leu Ala Gly Gin lie Leu Gly Lys Gin 

CGC TTA ACG AGC CTT GCT GAT CCT AAA ACC TTT GAG CCA AAC ATG CTC ACT TAT got 
Glu lie Asn Arg Leu Thr Ser Leu Ala Asp Pro Lys Thr Phe Glu Pro Asn Met Leu Thr Tyr Gly 

GGG GCT GAT TTA ATG GTT AAT CTC ATC AAT AAC GGT ATC ATC AST TTG GGG GCT TTT GST an 

Gly Ala Met Asp Leu Met Val Asn Val He Asn Asn Gly lie He Ser Leu cly £1 pnl £J 

TTG GCC GGC AAT TCA TGG CTT ATG GCG ACA CCG AGC TTT GAA GGC ATT TTA GTG GAG CAA 
Val Gin Leu Ala Gly Asn Ser Trp Leu Met Ala Thr Pro Ser Phe Glu Gly lie Leu Val Glu Gin 

??3 F"" a*" AAA AAA GCC ACT TCT TTC CAA TTT TTA TTC AAT GTG GGG GCT CSC TTA AGS ATC 

Ala Leu Val Ser Lye Lys Ala Thr Ser Phe Gin Phe Leu Phe Asn Val Gly Ala Ar£ Leu Ar| 1^ 

TTA AAG CAT TCC AGC ATT GAA GCG GGC GTG AAA TTC CCC ATG CTA AAG AAA AAC CCC TAT ATC ACT 
Leu Lys His Ser Ser He Glu Ala Gly Val Lys Phe Pro Met Leu Lys Lya Asn Pro Tyr lie T^ 

AAA AAT TTG GAT ATA GG6 TTT AGG CGC GTG TAT TCG TGG TAT GTG AAT TAT GTG TTC ACT TTC 
Ala Lys Asn Leu Asp lie Gly Phe Arg Arg Val Tyr Ser Trp Tyr Val Asn ijr vl? ™ JS p£ 



TAG 



BPC176 

SI? r!?* AAA AAC GAG GAA GTC TTG ATT GAT GAA AAT TTG GTT GGG GGT GTG ATA GCC CTT 

Met Leu Gly Lys Lys Asn Glu Glu Val Leu He Asp Glu Asn Leu Val Gly Cly Val lie Ala Leu 

Ass An H** CTC AAT AAG GCC AAT AGG ACT TTC AAA AGG GCT TTT TAT CTC TCT ATG GTG 

Asp Arg Leu Ala Lys Leu Asn Lys Ala Asn Arg Thr Phe Lys Arg Ala Phe Tyr Leu Ser Met Sal 

ST OCT GTA ACG ACT ATT GTG ATG ATG ATG OCT TTG AAG AAA ACG GAT ATA TTT GTT 

Leu Asn Val Ala Ala Val Thr Ser He Val Met Met Met Pro Leu Lys Lys Thr Asp He SI vll 

tT^ CCA TAC ACA GGA GAA TTT AAA ATT GTC AAA CGC TCC GAT GCT AGA CAA ATT GTC 

Tyr Gly He Asp Arg Tyr Thr Gly Glu Phe Lys He Val Lys Arg Ser Asp Ala Arg Gin III vll 

**CT GTT GTG GAT AGT GCA ACT TCA AAA TTT GTC TCA TTG CTG TTT GGT TAT AGC AAA 
Asn Ser Glu Ala Val Val Asp Ser Ala Thr Ser Lys Phe Val Ser Leu Leu Phi Gly Tyr Ser Lys 

TTG AGG GAT CGC AAG GAT CAA TTA ATG CAG TAT TGC CAT GTG AGT TTC CAA ACC CAA GCA 
Asn Ser Leu Arg Asp Arg Lys Asp Gin Leu Met Gin Tyr Cys Asp Val Ser Phe Gin Thr Gin Ala 

TTC AAT GAA AAT ATC AGA CAA TTC GTA GAT AAA GTC CCA GCA GAA GCT ATC ATT AGC 
Met Arg Met Phe Asn Glu Asn He Arg Gin Phe Val .Asp Lys Val Arg Ala Glu Ala He nl ^ 

1*1 Ann Tl» Gin AAA CTC AAA AAT AGT CCC TTA ACG AGA TTA GCA TTT TTC ATT ACC ATC 

Ser Asn He Gin Arg Glu Lys Val Lys Asn Ser Pro Leu Thr Arg Leu Ala Phe Phe He Thr He 

AAA ATC ACA CCG 
Lys He Thr Pro 
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HPOL87 

T TCT ATT TTT TAT TGG CTC TTT TTT ACG ACT CCT TAC ATT GTA GGC GAT ATT TTG CAA TTG AAA TTT 
Cys lie Phe Tyr Trp Leu Phe Phe Thr Thr Pro Tyr lie Val Gly Asp lie Leu Gin Leu Lys Phe 

ATC CGT CAA AAG CTC TGC GAG AAG CCC GTT TTA CTC CCA CAA AAG GAT TAT GAA GAA GCG GGA AAT 
lie Arg Gin Lya Leu Cys Glu Lys Pro Val Leu Leu Pro Gin Lys Asp Tyr Glu Glu Ala Gly Asn 

TAT GCC ATT AGG AAA ATG CAA TTA TCC ATT ATT TCT CAA ATT TTA GAC GGG ATA ATC TTT GCT GGT 
Tyr Ala He Arg Lys Met Gin Leu Ser Zle lie Ser Gin lie Leu Asp Gly lie He Phe Ala Gly 

TGG GTC TTT TTT GGT TTG ACG CAT TTA GAA GAT TTG ACG CAT TAT TTA AAC CTT CCT GAA ACG CTA 
Trp Val Phe Phe Gly Leu Thr His Leu Glu Asp Leu Thr His Tyr Leu Asn Leu Pro Glu Thr Leu 

GGT TAC TTG GTG TTT GCC TTG TTG TTT TTA GCG ATT CAA AGC GTT TTA GCT TTA CCC ATT AGC TAC 
Gly Tyr Leu Val Phe Ala Leu Leu Phe Leu Ala Zle Gin Ser Val Leu Ala Leu Pro He Ser Tyr 

TAC ACC ACC ATG CAT TTG GAT AAG GAA TTT GGC TTT TCT AAG GTG AGT TTA TOG TTG TTT TTC AAG 
Tyr Thr Thr Met His Leu Asp Lys Glu Phe Gly Phe Ser Lys Val Ser Leu Ser Leu Phe Phe Lys 

GAT TTT TTC AAA GGG TTA TCG CTC ACT TTA AGC GTG GGG TTG TTG TTG ATT TAC ACT CTT ATT ATG 
Asp Phe Phe Lys Gly Leu Ser Leu Thr Leu Ser Val Gly Leu Leu Leu Zle Tyr Thr Leu Zle Met 

ATC ATT GAA CAT GTG GAG CAT TGG GAG ATT AGC TCA TTT TTT GTC GTG TTT GTT TTT ATG ATA TTA 
Zle Zle Glu His Val Glu His Trp Glu Zle Ser Ser Phe Phe Val Val Phe Val Phe Met lie Leu 

GCT AAT CTT TTT TAC CCT AAA ATC GCT GAG CTT TTC AAC CAA TTC ACC CCC TTG AAT AAT AGG GAT 
Ala Asn Leu Phe Tyr Pro Lys Zle Ala Gin Leu Phe Asn Gin Phe Thr Pro Leu Asn Asn Arg Asp 

U TTG GAG AGT CAA ATT GAG AGC ATG ATG GAT AAG GTG GGT TTT AAA TCC GAA GGC ATT TTT GTG ATG 

Leu Glu Ser Gin Zle Glu Ser Met Met Asp Lys Val Gly Phe Lys Ser Glu Gly Zle Phe Val Met 

01 GAC GCT AGC AAG AGG GAT GGG CGT TTG AAT GCG TAT TTT GGG GGC TTG GGT AAA AAC AAG CGG GTG 

s Asp Ala Ser Lys Arg Asp Gly Arg Leu Asn Ala Tyr Phe Gly Gly Leu Gly Lys Asn Lya Arg Val 

r : * GTG TTG TTT GAC ACT TTG ATT TCT AAA GTT GGG ACA GAA GGG CTT TTA GCC ATT TTA GGG CAT GAA 

Val Leu Phe Asp Thr Leu Zle Ser Lys Val Gly Thr Glu Gly Leu Leu Ala Zle Leu Gly His Glu 

^ TTA GGG CAT TTT AAA AAT AAG GAT TTG TTG AAA AGT TTA GGG ATT ATG GGA. GGC TTG CTC GCT. CTT 

Q Leu Gly His Phe Lys Asn Lys Asp Leu Leu Lys Ser Leu Gly Zle Met Gly Gly Leu Leu Ala Leu 



yo 
m 
a 



Q 



GTT TTT GCT CTG ATC GCT CAT TTG CCA CCG ATC GTT TTT GAA GGC TTT AAT GTC TCA CAA ACG CCA 
Val Phe Ala Leu Zle Ala His Leu Pro Pro Zle Val Phe Glu Gly Phe Asn Val Ser Gin Thr Pro 



GCG AGT TTG ATT ACG ATT TTA CTC TTG TTT TTG CCG GTG TTT TCC TTT TAC GCC ATG CCT TTG ATC 
. Ala Ser Leu Zle Thr Zle Leu Leu Leu Phe Leu Pro Val Phe Ser Phe Tyr Ala Met Pro Leu Zle 

0[:£ 0X30 TTT AGC CGA AAG AAT GAA TAC AAT GOG GAC AAG TTT GGG GCG AGT TTA AGC TCT AAA GAG 

Gly Phe Phe Ser Arg Lys Asn Glu Tyr Asn Ala Asp Lys Phe Gly Ala Ser Leu Ser Ser Lys Glu 

GTT TTA GCC AAA GCG 
Val Leu Ala Lys Ala 

HPC189 



TTG 
Met 


GAA 
Glu 


TCC 
Ser 


TAT 
Tyr 


GGG 
Gly 


TTG 
Leu 


GCT TGC 
Ala Cys 


TCT GAC 
Ser Asp 


CGC 
Arg 


AGG 
Arg 


ATT 
Zle 


ATT 
Zle 


GCA GGA 
Ala Gly 


TTA 
Leu 


GTT 
val 


GGA 
Gly 


ATA GTC 
Zle Val 


AGA 
Arg 


TCA 
Ser 


ATC 
Zle 


TGG 
Trp 


AGC 
Ser 


TTT 
Phe 


TTT 
Phe 


AGT 
Ser 


TCA 
Ser 


AGA TAT 
Arg Tyr 


CAA 
Gin 


AGA TCC 
Arg Ser 


CAA 
Gin 


CAA AAA 
Gin Lys 


AAA 
Lys 


GAA 
Glu 


GTG 
Val 


GAT AAG 
Asp Lys 


AAT 
Asn 


TTA 
Leu 


CAT 
His 


CAA 
Gin 


ATT 
Zle 


TGT 
Cys 


GAA 
Glu 


AAA 
Lys 


ATT 
Zle 


GTG CAG 
Val Gin 


GAT 
Asp 


GTG 
Val 


AAA 
Lys 


AGC 
Ser 


CGA CTT 
Arg Leu 


GAA 
Glu 


AGT 
Ser 


CGC 
Arg 


AAA AAA 
Lys Lys 


GAC 
Asp 


ATA 
Zle 


TGG 
Trp 


GAA 
Glu 


AAG 
Lys 


ATT 
Zle 


GAA 
Glu 


AAA 
Lys 


CTC 
Leu 


AAA GCC 
Lys Ala 


AAT 
Asn 


CTT 
Leu 


AGA 
Arg 


CCT 
Pro 


GTT GAT 
Val Asp 


AAT 
Asn 


TAC 
Tyr 


GAA 
Glu 


CGC ATG 
Arg Met 


AAA 
Lys 


GGA 
Gly 


CAA 
Gin 


TTG 
Leu 


AAA 
Lys 


GAA 
Glu 


GCC 
Ala 


CAT 
His 


GAA 
Glu 


AAA TTA 
Lys Leu 


GGA 
Gly 


TAC 
Tyr 


ATC 
Zle 


TCT 
Ser 


CAT AGT 
His Ser 


ATC 
Zle 


CAT 
His 


CTA 
Leu 


ACA ATA 
Thr Zle 


TCA 
Ser 


AAA 
Lys 


CAA 

Gin 


GGA 
Gly 


GCA 
Ala 


TGC 
Cys 


AAT 
Asn 


GAA 
Glu 


GAA 
Glu 


TGA 
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HPC191 

GAT CAA AAA AOS GCT CAA AAA AT6 CTC CCT GUT TTG AGC GTS GTA CGG GCG TAT CTT A&& »»n »»»» 
Asp GIB Lys Thr Ala Gin Lys Met Leu Ala Asp Leu Ser Val Val Gly Ala Tyr Leu Lys Lys Gin 

CAA GAG AAT GAA AAG GCT CAA AGC CCT TAT TAC AGA AGC AAC AAC TAT TAP aw tv-t „ 

Gin Glu Asn Glu Lys Ala Gin Ser Pro Tyr Tyr Arg Ser Aon Asn Tyr Tyr Asn Ser Tyr Tyr Ser 

£^ I~ 1*3 ATG T * T 600 ATG ^ ATC TAT GAT TTT TAT GAC TTT TAT GAT 

Pro Tyr Tyr ser Pro Tyr Tyr Gly Met Tyr Gly Met Gly Met Tyr Asp Phe Tyr Asp Phi ™ £J 

*"pC ATG TAC GGG TTC TAC CCT AAC ATG TTG TTT ATG ATG CAA GTT CAA GAT TAC TTC air» -i-ra /■•»» 
Gly Met Tyr Gly Phe Tyr Pro Asn Met Leu Phe Met Met Gin VaT Gin Asp Tyr Leu Met Leu Glu 

ATG TAT GCA CTC GAT CAA GAA GAG ATT TTA GAC CAT GAC GCT TCT AAT AAT CAA CTT GAT 
Asn Tyr Met Tyr Ala Leu Asp Gin Glu Glu lie Leu Asp Bis Asp Ala Ser Asn Asn Gin Leu S 

^ ieo Asp Asp Asp Arg Asp Asp Lys Asp Asp Lys Ser Leu Gin Gin Ala Asn Leu Met Ser 

GAT CCC AAA TTC AGC AAA GGC ATT CAA ACC AAC CGC TTG AAT AGC GCT TTA GTC AAT 
Phe Tyr Arg JUp Pro Lys Phe Ser Lys Gly lie Gin Thr Asn Arg Leu Asn Ser Ala ™ ^ £n 

CGC ATG CTC AAA GAC AAT TOG CTT TTC CAC ACT AAA GCC ATG CCT ACT AAA AGC 
Leu Asp Asn Ser Arg Met Leu Lys Asp Asn Ser Leu Phe His Thr Lys Ala Met Pro Thr Lys Ser 

vZ? ACT TCT CAA GCC AAA GAG CTT AAC CAT TTA GTG GGG CAA ATC AAA GAA ATG AAG 

val Asp Ala lie Thr Ser Gin Ala Lys Glu Leu Asn His Leu Val Gly Gin He Lys Glu Met Lys 

ei* »?* CCT ACT AAG ATT GAT TCA GTG GTT CAT AAA GCT ATG GAA GTG AGA GAC AAA 

Gin Asp Gly Ala Ser Pro Ser Lys He Asp Ser Val Val His Lys Ala Met Glu Val Arg Asp Lys 

*AT CTC AAC CAA TTA GAC AAT GAC TTA AAA GAT CAA AAA GGG CTT TCA AGC GAG CAA 

Leu Asp Asn Asn Leu Asn Gin Leu Asp Asn Asp Leu Lys Asp Gin Lys Gly Leu Ser Ser Glu Gin 

■ rn^ xt"*~ If? GAT AAA GCC CTA GAC AGC GTC CAA CAA TTA ASC CAT AGC AGC GAT GTG GTG GGG 

Gin Ala Gin Val Asp Lys Ala Leu Asp Ser Val Gin Gin Leu Ser His Ser Ser Asp Val Val Gly 

Abb Ju3 2?* TTG AAA ATT GAT GGC GAT GAT AGA GAC GAT TTG AAT GAT GGG ATG AAT 

Asn Tyr Leu Asp Gly Ser Leu Lys He Asp Gly Asp Asp Arg Asp Asp Leu Asn Asp Ala Me£ £n 

ATG CAA CAA CCT GCA CAA CAA ACS CCT ATT AAC AAC ATG GAC AAC ACC CAT GCA AAT GAC 
Asn Pro Met Gin Gin Pro Ala Gin Gin Thr Pro He Asn Asn Met Asp Asn Thr His Ala Asn Asp 

fji^ 2?* AGT AAC GCA CTC ATA AAC CCT AAC AAC GCC ACT AAC ACC GAT GAC ACT CAC 
Ser Lys Asp Gin Gly Ser Asn Ala Leu He Asn Pro Asn Asn Ala Thr Asn Thr Asp Asp Thr His 

ACC GAC GAT ACT CAC ACC GAC ACT AAC ACC ACA AAC CAT ACC AGC ACT ACT GAC ACC CCC ACT r.AT 
Asp Asp Thr His Thr Asp Thr Asn Thr Thr Asn Asp Thr Ser Thr Thr Asp Thr Pro Thr Asp 

S3 GGC ** C A * T * CC GGC GAT ATC AAT AAC *CG GAC SGC AAT ACT GAT AAC 

Asp Lys Asp Ala Ser Gly. Asn Asn Thr Gly Asp Met Asn Asn Thr Asp Thr Gly Asa Thr Asp Asn 

2?* t* 0 0? °* T m ATA AAC ATG AAC AAC GGC AAC GAT GAT GCG GGT AAC GCT AAT GAC CAC 

Gly Asn Thr Asp Asp He Ser Asn Met Asn Asn Gly Asn Asp Asp Ala Gly Asn aS £1 Z£ "p 

ATG CCT AAT AGC AAC GAC ATG GGC GAT GAC ATG AAT AAT GCG AAC GAC ATG AAC GAT GAC ATG 
Met Gly Asn Ser Asn Asp Met Gly Asp Asp Met Asn Asn Ala Asn Asp Met Asn Asp Asp Mel 
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